
Provisional ID : chr19_11082
Score total :           5
Score for star read(s) :        -1.3
Score for read counts :           0
Score for mfe :         1.7
Score for randfold :         1.6
Score for cons. seed :           3
Total read count :         143
Mature read count :         143
Loop read count :           0
Star read count :           0
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ggcuguggucuagugcuguguggaagacuagugauuuuguuguucugauguacuacgacaacaagucacagccggccucauagcgcagacucccuucgaccuucgccuucaa -3'5'- exp

ggcuguggucuagugcuguguggaagacuagugauuuuguuguucugauguacuacgacaacaagucacagccggccucauagcgcagacucccuucgaccuucgccuucaa known

(((...((((..((((((((.((..(.((.(((((((.((((((.((......)).))))))))))))))).)..)).)))))))).(.....)...))))...)))..... reads mm sample

....................uggaagacuagugauuuug......................................................................... 1 0 hsa

....................uggaagacuagugauuuuguAg...................................................................... 2 1 hsa

....................uggaagacuagugauuuuguug...................................................................... 5 0 hsa

....................uggaagacuaguAauuuuguug...................................................................... 1 1 hsa

....................Nggaagacuagugauuuuguugu..................................................................... 1 1 hsa

....................uggaagacuagugauuuuguugu..................................................................... 65 0 hsa

....................uggaagGcuagugauuuuguugu..................................................................... 1 1 hsa

....................uggaagacuagugauuuuguCgu..................................................................... 1 1 hsa

....................uggaagacuagugauuuuguuguu.................................................................... 49 0 hsa

....................uggaagacuagugauuuuguuguA.................................................................... 1 1 hsa

....................ugCaagacuagugauuuuguuguu.................................................................... 1 1 hsa

....................uggaagacuGgugauuuuguuguu.................................................................... 1 1 hsa

....................uggaaUacuagugauuuuguuguu.................................................................... 1 1 hsa

....................uggaagacuagugauuuuguuguuA................................................................... 11 1 hsa

....................uggaagacuagugauuuuguuguuc................................................................... 1 0 hsa

....................uggaagacuagugauuuuguuguuAu.................................................................. 1 1 hsa


