
miRBase precursor : hsa-mir-1197
Total read count : 387
hsa-miR-1197 read count : 383
remaining reads : 4

5'
A
C
U
U C C

U G G U A U U
U
G A A G AUGCG G U UG A C C A U G

G U G
U G

U A C G C
U U U

A
U
U

UGU
GACGUAG

G
ACA

CAUGGUCUACUUCUUC
UCAAUAUCA

3'

freq.

length

1

0.75

0.5

0.25

0

hsa-miR-1197
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.....................cgguugaccaugguguguacg.............................................. 1 0 hsa

.....................cgguugaccaugguguguacgcuuuau........................................ 2 0 hsa

.....................................................acguaggacacauggucuacuucu........... 1 0 hsa

........................................................uaggacacauggucuacuu............. 2 0 hsa

........................................................uaggacacauggucuacuuA............ 1 1 hsa

........................................................uaggacacauggucuacuuc............ 12 0 hsa

........................................................uaggacacaugguUuacuucu........... 1 1 hsa

........................................................uaggacaUauggucuacuucu........... 1 1 hsa

........................................................uaUgacacauggucuacuucu........... 2 1 hsa

........................................................uaggacacauggucuacCucu........... 1 1 hsa

........................................................uaggacacauggCcuacuucu........... 1 1 hsa

........................................................uaggacacauggucuacuucA........... 1 1 hsa

........................................................uagUacacauggucuacuucu........... 1 1 hsa

........................................................uaggacacauggucuacuucu........... 323 0 hsa

........................................................uaggacacaGggucuacuucu........... 1 1 hsa

........................................................uaggacacauggucuacuucuG.......... 2 1 hsa

........................................................uaggacacauggucuacuucuu.......... 12 0 hsa

........................................................uaggacacauggucuacuucuA.......... 9 1 hsa

........................................................uaggacacauggucuacuucuuA......... 1 1 hsa

........................................................uaggacacauggucuacuucuuU......... 9 1 hsa

........................................................uaggacacauggucuacuucuuc......... 2 0 hsa

.........................................................aggacacauggucuacuuc............ 1 0 hsa


