
miRBase precursor : hsa-mir-122
Total read count : 231
hsa-miR-122-5p read count : 231
hsa-miR-122-3p read count : 0
remaining reads : 0
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..............uggagugugacaauggugA.................................................... 1 1 hsa

..............uggagugugacaauggugu.................................................... 10 0 hsa

..............uggagugugacaauggGgu.................................................... 1 1 hsa

..............uggagugugacaaugguguu................................................... 9 0 hsa

..............uggagugugacaaAgguguuu.................................................. 1 1 hsa

..............uggagugugacaaugguguuu.................................................. 47 0 hsa

..............Cggagugugacaaugguguuug................................................. 1 1 hsa

..............uggagugugacaaugguUuuug................................................. 1 1 hsa

..............uggaUugugacaaugguguuug................................................. 1 1 hsa

..............uggagugugacaaAgguguuug................................................. 1 1 hsa

..............uggGgugugacaaugguguuug................................................. 1 1 hsa

..............uggagugugacaCugguguuug................................................. 1 1 hsa

..............uggaguUugacaaugguguuug................................................. 1 1 hsa

..............uggagugugacaaugguguuuA................................................. 2 1 hsa

..............uggagugugacaauggCguuug................................................. 1 1 hsa

..............uggagugugacaaugguguuug................................................. 91 0 hsa

..............uggagugugacaaugguguuugG................................................ 1 1 hsa

..............ugCagugugacaaugguguuugu................................................ 1 1 hsa

..............uggagugugacaauUguguuugu................................................ 1 1 hsa

..............uggagugugacaaugguguuugu................................................ 18 0 hsa

..............uggagugugacaaugguguuugA................................................ 38 1 hsa

..............uggagugugacaaugguguuuguUu.............................................. 1 1 hsa

...............Ugagugugacaaugguguuugu................................................ 1 1 hsa


