
miRBase precursor : hsa-mir-1268a
Total read count : 420
hsa-miR-1268a read count : 416
remaining reads : 4
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hsa-miR-1268a

uagccgggcgugguggugggggccuguggucccagcuacuuuggaggcugag -3'5'- exp

(((((...((.((((((.((((((...)))))).)))))).))..))))).. reads mm sample

uagccgggcgugguggug.................................. 1 0 hsa

uagccgggcguggugguA.................................. 1 1 hsa

..gccgggcgugguggCggg................................ 1 1 hsa

...Gcgggcgugguggugggg............................... 15 1 hsa

...Gcgggcguggugguggggg.............................. 60 1 hsa

....cUggcguggugguggggg.............................. 1 1 hsa

....cgggcguggugguUgggg.............................. 1 1 hsa

....cgggcguggugguggCgg.............................. 1 1 hsa

....cgggcguggugguggggU.............................. 3 1 hsa

....cgggcguggGgguggggg.............................. 1 1 hsa

....cgggcUuggugguggggg.............................. 1 1 hsa

....Ugggcguggugguggggg.............................. 1 1 hsa

....cgggcguggugUuggggg.............................. 1 1 hsa

....cggUcguggugguggggg.............................. 3 1 hsa

....cgUgcguggugguggggg.............................. 1 1 hsa

....cgggcgugguggGggggg.............................. 3 1 hsa

....cgggcgugguggugggUg.............................. 1 1 hsa

....cgggcgugguggugUggg.............................. 2 1 hsa

....cgggAguggugguggggg.............................. 1 1 hsa

....cgAgcguggugguggggg.............................. 1 1 hsa

....cgggcguggugguggggg.............................. 304 0 hsa

....cgggcguggCgguggggg.............................. 2 1 hsa

....cgggcgugguggugggggA............................. 3 1 hsa

....cgggcgugguggugggggU............................. 9 1 hsa

...............................ccagcuacuCuggaggcug.. 2 1 hsa


