
miRBase precursor : hsa-mir-1271
Total read count : 52
hsa-miR-1271-5p read count: 39
hsa-miR-1271-3p read count: 13
remaining reads : 13
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..............cuuggcaccuagcaagcac..................................................... 4 0 hsa

..............cuuggcaccuagcaagcacu.................................................... 2 0 hsa

..............cuuggcaccuagcaagcacuc................................................... 1 0 hsa

..............cuuggcaccuagcaaUcacuca.................................................. 1 1 hsa

..............cuuggcaccuagcaagcacucC.................................................. 1 1 hsa

..............cuuggcaccuagcaagcacuca.................................................. 28 0 hsa

..............cuuggcaccuagcaagcacucaA................................................. 1 1 hsa

...............uuggcaccuagcaagcacuc................................................... 1 0 hsa

..................................................agugccugcuaugugcca.................. 1 0 hsa

..................................................agugccugcuaugugccaggca.............. 4 0 hsa

..................................................agugccugcuaugugccaggcaA............. 6 1 hsa

..................................................agugccugcuaugugccaggcau............. 1 0 hsa

..................................................agugccugcuaugugccaggcaAu............ 1 1 hsa


