
miRBase precursor : hsa-mir-1273a
Total read count : 36
hsa-miR-1273a read count : 0
remaining reads : 36
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hsa-miR-1273a

ugaggcaggagaauugcuugaacccgggugguggagguugcagugagccaagauugcgccacugcacuccagccugggcgacaaagcaagacucuuucuugga -3'5'- exp

.((((.(((((..((((((...(((((((..(((((..(((((((.((((....)).))))))))))))))))))))).....))))))..)))))))))... reads mm sample

ugaggcaggagaauCgcuug................................................................................... 1 1 hsa

ugaggcaggagaauugUuug................................................................................... 1 1 hsa

ugaggcaggagaauCgcuugaa................................................................................. 1 1 hsa

.gaggcaggagaauugcuu.................................................................................... 1 0 hsa

.gaggcaggagGauugcuugaa................................................................................. 1 1 hsa

.gaggcaggagaauCgcuugaac................................................................................ 1 1 hsa

..aggcaggagaauCgcuug................................................................................... 1 1 hsa

..aggcaggagaauCgcuugaacccgg............................................................................ 1 1 hsa

....gcaggagaauugUuugaacc............................................................................... 1 1 hsa

....gcaggagaauCgcuugaacc............................................................................... 1 1 hsa

....gcaggagaauugcuugaaccc.............................................................................. 1 0 hsa

......aggagaauCgcuugaacc............................................................................... 1 1 hsa

......aggagaauCgcuugaacccggg........................................................................... 1 1 hsa

..................ugaacccgggAgguggagguug............................................................... 1 1 hsa

....................aacccgggAgguggagguu................................................................ 1 1 hsa

.......................ccgggAgguggagguugc.............................................................. 1 1 hsa

.........................gggAgguggagguugcagugagc....................................................... 1 1 hsa

...............................Cggagguugcagugagccaa.................................................... 1 1 hsa

................................ggagguugcagugagccG..................................................... 1 1 hsa

.................................gagguugGagugagccaagauugc.............................................. 1 1 hsa

..............................................gccaagauCgcgccacug....................................... 1 1 hsa

.........................................................gccacugUacuccagccugggc........................ 1 1 hsa

..........................................................ccacugcacuccagccugggcAac..................... 1 1 hsa

...........................................................cacugcacuccagccugggcga...................... 1 0 hsa

............................................................acugcacuccagccugggcAa...................... 1 1 hsa

............................................................acugcacuccagccugggcga...................... 1 0 hsa

............................................................acugcacuccagccugggcgaU..................... 1 1 hsa

............................................................acugcacuccagccugggcgaAaa................... 2 1 hsa

.............................................................cugcacuccagccugggcAa...................... 1 1 hsa

.............................................................cugcacuccagUcugggcgaca.................... 1 1 hsa

.............................................................cugcacuccagccugggcAaca.................... 1 1 hsa

..............................................................ugcacuccagccugggcAa...................... 1 1 hsa

..............................................................ugcacucUagccugggcgac..................... 1 1 hsa

................................................................cacuccagUcugggcgac..................... 1 1 hsa

....................................................................ccagccugggcgacaGag................. 1 1 hsa



ugaggcaggagaauugcuugaacccgggugguggagguugcagugagccaagauugcgccacugcacuccagccugggcgacaaagcaagacucuuucuugga

hsa-miR-1273a


