miRBase precursor . hsa-mir-1273e

Total read count 125
hsa-miR-1273e read count : 0 NA/\qm,._A,m,m\Am.nmpppAG
remaining reads : 25 . Ar.,.APAA|.||nr\IIIIPA‘$§%%'|I\\‘|EE;XEEUV UEUE,XWEEF,;ﬁuA
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5" - ugaggcaggagaauugcuugaacccaggaaguggaggcugcagugagccgagaucgagccacuguacuccagccugggugacacagcgagacuccagucuca -3 exp
- (CCCC- CLCC- - CLCCCCC- CCCLLLL- - - CLCCC- - CCCCCLC-CCCC- - --DD DI - - DN)).  reads mm sample
(8 o= Te e oz=Te o T=To T= = 18] o ol U U o 1 1 hsa
LU To=To fo o= T F= o T= o TU T8 Lo U U T 1 1 hsa
UgaggCaggagaAUCYCUUGAB - « -« - v e n e m e m e m e m e e m e n o m e m e e e e e e e e e e e e e 1 1 hsa
o T Te o Tor=To To T= o o T TU 18 o ot UL 1 0 hsa
o T Te o Tor=To To T=Te €T TU TN o Lot U LU o oo 1 1 hsa
-080gCaggagaaUCYCUUGAAC. -« - - v -« e m e m e m e m e e m e m e e m e e e e e e e e e 1 1 hsa
.0aggCcaggagaaUUgCUUABACCCA - - - - - - - o e e e e e eaaeeeeeaaaaaaan 1 1 hsa
JRE- Vo o or=To To T= T =T TU [0 o ot U1 o 1 1 hsa
PR o o7 Lo o F= Lo o= 10 LU o U 1F T T o o o 1 1 hsa
RN« To=To o F=To F= E=TU (0o [T U U Lo = = o o2 1 1 hsa
R o oo To T= T =T TU 18 o Lot U T8 o = o Yo o o 1 0 hsa
..... CagAagaaAUUGCUUGAACCCAY - - « -« =« = = e = n e m e m e m e e m e m e e m e m e e e e e e 1 1 hsa
...... AQYAGAAUCYCUUGAACC - - -« o o m e e m m e e e m e e e m e e e m e m @ e e e e e e e e e e e e eeae e 1 1 hsa
........ [o e Eo = TU 8 o Tt BT o F= o Yo o o= T T T 1] o 1 1 hsa
................................ [ o E=TeTo 08T o= T8 o F- e o oo 1 1 hsa
................................. 0aggCuUgCaAgUOAYCGUAGAU - - - - -« w o m m e e mm e e ke e e e e e 1 1 hsa
................................. 0agguugCcagugagCCOagAUCY - - - « - -« w e mm e e e e e e e e e e 1 1 hsa
.................................... gCuUgCaguUgagCCgagaUCA . . . . et it eie e e aea e e e e e 1 1 hsa
........................................... ugagecgagauCgCgCCaCUQ - - - a aa e e e e e e maaa e e e aaaaaaaaaaaaaaannn 1 1 hsa
......................................................... gccacuguacuccagecugggC. - o v ittt ie it i e aaa 1 1 hsa
........................................................................ ccugggugacaGagcgagacu. . . .. .. .. 1 1 hsa
.......................................................................... ugggugacacagcgagacuc. - - - . .. - 1 0 hsa
.......................................................................... ugggugacacagcgagacucU. . . ... . 2 1 hsa
.......................................................................... ugggugacacagcgagacucla. . . ... 1 1 hsa



