
miRBase precursor : hsa-mir-1273e
Total read count : 25
hsa-miR-1273e read count : 0
remaining reads : 25
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hsa-miR-1273e

ugaggcaggagaauugcuugaacccaggaaguggaggcugcagugagccgagaucgagccacuguacuccagccugggugacacagcgagacuccagucuca -3'5'- exp
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ugaggcaggagaauCgcuug.................................................................................. 1 1 hsa

ugaggcaggagaauugUuug.................................................................................. 1 1 hsa

ugaggcaggagaauCgcuugaa................................................................................ 1 1 hsa

.gaggcaggagaauugcuu................................................................................... 1 0 hsa

.gaggcaggagGauugcuugaa................................................................................ 1 1 hsa

.gaggcaggagaauCgcuugaac............................................................................... 1 1 hsa

.gaggcaggagaauugcuuAaaccca............................................................................ 1 1 hsa

..aggcaggagaauCgcuug.................................................................................. 1 1 hsa

....gcaggagaauugUuugaacc.............................................................................. 1 1 hsa

....gcaggagaauCgcuugaacc.............................................................................. 1 1 hsa

....gcaggagaauugcuugaaccc............................................................................. 1 0 hsa

.....cagAagaauugcuugaacccag........................................................................... 1 1 hsa

......aggagaauCgcuugaacc.............................................................................. 1 1 hsa

........gagaauugcuugaacccaggaGg....................................................................... 1 1 hsa

................................ggaggUugcagugagccg.................................................... 1 1 hsa

.................................gaggcugcagugagcGgagau................................................ 1 1 hsa

.................................gaggUugcagugagccgagaucg.............................................. 1 1 hsa

....................................gcugcagugagccgagaucA.............................................. 1 1 hsa

...........................................ugagccgagaucgCgccacug...................................... 1 1 hsa

.........................................................gccacuguacuccagccugggC....................... 1 1 hsa

........................................................................ccugggugacaGagcgagacu......... 1 1 hsa

..........................................................................ugggugacacagcgagacuc........ 1 0 hsa

..........................................................................ugggugacacagcgagacucU....... 2 1 hsa

..........................................................................ugggugacacagcgagacucUa...... 1 1 hsa


