
miRBase precursor : hsa-mir-1285-1
Total read count : 137
hsa-miR-1285-3p read count: 135
hsa-miR-1285-5p read count: 1
remaining reads : 136
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..................cuuuguugcccGggcugg................................................ 1 1 hsa

.............................aggcuggucucaaacuccugA.................................. 1 1 hsa

..................................................ucugggcaacaaagugaga............... 1 0 hsa

..................................................ucugggcaacaaagugagac.............. 1 0 hsa

..................................................ucugggcaacaaagugagacc............. 7 0 hsa

..................................................ucugggcaacaaagugagacA............. 1 1 hsa

..................................................ucugggcaacaaagugagaccu............ 33 0 hsa

..................................................ucuggAcaacaaagugagaccuu........... 1 1 hsa

..................................................ucugggcaacaaagugagaccuC........... 1 1 hsa

..................................................ucugggcaacaaagugagaccAu........... 1 1 hsa

..................................................ucugggcaacaaagugagaccuG........... 4 1 hsa

..................................................ucugggcaacaaagugagaccuA........... 24 1 hsa

..................................................ucugggcaacaaagugagaccuu........... 18 0 hsa

..................................................ucugggcaacaaagugagaccuuU.......... 8 1 hsa

..................................................ucugggcaacaaagugagaccuAa.......... 6 1 hsa

..................................................ucugggcaacaaagugagaccuGa.......... 2 1 hsa

..................................................ucugggcaacaaagugagaccuCa.......... 1 1 hsa

..................................................ucugggcaacaaagugagaccuua.......... 6 0 hsa

..................................................ucugggcaacaaagugagaccuuUu......... 8 1 hsa

..................................................ucugggcaacaaagugagaccuuau......... 3 0 hsa

..................................................ucugggcaacaaagugagaccuGau......... 1 1 hsa

..................................................ucugggcaacaaagugagaccuAau......... 2 1 hsa

..................................................ucugggcaacaaagugagaccuuauUu....... 1 1 hsa

...................................................cugggcaacaaagugagaccu............ 1 0 hsa

...................................................cugggcaacaaagugagaccuA........... 1 1 hsa

...................................................Uugggcaacaaagugagaccuu........... 1 1 hsa

...................................................cugggcaacaaagugagaccuua.......... 1 0 hsa

....................................................ugggcaacaaagugagaccuua.......... 1 0 hsa


