
miRBase precursor : hsa-mir-1291
Total read count : 31
hsa-miR-1291 read count : 31
remaining reads : 0
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............guggcccugacugaagac......................................................... 1 0 hsa

............guAgcccugacugaagac......................................................... 1 1 hsa

............guggcccugacugaagacc........................................................ 2 0 hsa

............guggcccugacugaaAaccagca.................................................... 1 1 hsa

............guggcccugacugaagaccagca.................................................... 9 0 hsa

............guggcccugacugGagaccagca.................................................... 1 1 hsa

............guggcccugacugaagaccagcaguu................................................. 1 0 hsa

.............uggcccugacugaagaccagc..................................................... 1 0 hsa

.............uggcccugacugaagaccagca.................................................... 4 0 hsa

.............uggcccugacuUaagaccagca.................................................... 1 1 hsa

.............uggcccugacugaagaccagcaguA................................................. 1 1 hsa

.............uggcccugacugaagaccagcaguu................................................. 2 0 hsa

.............uggcccugacugaagaccagcaguuA................................................ 1 1 hsa

.............uggcccugacugaagaccagcaguug................................................ 4 0 hsa

.............uggcccugacugaagaccagcaguugu............................................... 1 0 hsa


