
miRBase precursor : hsa-mir-1293
Total read count : 48
hsa-miR-1293 read count : 45
remaining reads : 3
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hsa-miR-1293

agguuguucuggguggucuggagauuugugcagcuuguaccugcacaaaucuccggaccacuuagucuuua -3'5'- exp

........(((((((((((((((((((((((((.......)))))))))))))))))))))))))...... reads mm sample

......uucuggguggucuggagauuugu.......................................... 1 0 hsa

.......ucuggguggucuggagauuugu.......................................... 10 0 hsa

.......ucuggguggucuggagauuugug......................................... 14 0 hsa

.......ucuggguggucuggagauuugugU........................................ 2 1 hsa

.......ucuggguggucuggagauuugugc........................................ 1 0 hsa

.......ucuggguggucuggagauuugugA........................................ 1 1 hsa

........cuggguggucuggagauuugug......................................... 2 0 hsa

........cuggguggucCggagauuugug......................................... 1 1 hsa

........cuggguggucuggagauuugugc........................................ 1 0 hsa

.........uggguggucuggagauuugugca....................................... 4 0 hsa

.........uggguggucuggagauuugugcaU...................................... 1 1 hsa

..........ggguggucuggagauuugugca....................................... 1 0 hsa

..........ggguggucuggagauuugugcagU..................................... 1 1 hsa

...........gguggucuggagauuugugcag...................................... 1 0 hsa

............guggucuggagauuugugcag...................................... 2 0 hsa

.............uggucuggagauuugugcag...................................... 2 0 hsa

.............uggucuggagauuugugcaA...................................... 1 1 hsa

............................................acaaaucuccggaccacuuagu..... 1 0 hsa

.............................................caaaucuccggaccacuuaguA.... 1 1 hsa


