
miRBase precursor : hsa-mir-1301
Total read count : 720
hsa-miR-1301 read count : 719
remaining reads : 1
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...............................cacugugcuggggauguu................................. 1 0 hsa

...............................................uugcagcugccugggaguga............... 1 0 hsa

...............................................uugcagcugccugggagugac.............. 8 0 hsa

...............................................uugcagcugccugggagugacu............. 17 0 hsa

...............................................uugcagcugccugggagugacA............. 1 1 hsa

...............................................uugUagcugccugggagugacuu............ 1 1 hsa

...............................................uugcagcugccugggagugacuu............ 81 0 hsa

...............................................uugcagcugccugggagugacuA............ 1 1 hsa

...............................................uugcagcugccuggAagugacuu............ 1 1 hsa

...............................................uugcagcugccugggaguAacuuc........... 1 1 hsa

...............................................uugcagUugccugggagugacuuc........... 1 1 hsa

...............................................uugcagcugccugggagGgacuuc........... 1 1 hsa

...............................................uugcagcugccugggagugacuuA........... 12 1 hsa

...............................................uugcagcugcUugggagugacuuc........... 1 1 hsa

...............................................uugcagcugccugggagCgacuuc........... 2 1 hsa

...............................................uugcagcugccugggagugacuuU........... 9 1 hsa

...............................................uugcagcugccugggagugacuuc........... 154 0 hsa

...............................................uugcagcugccugAgagugacuuc........... 1 1 hsa

...............................................uugcagcugccugggagugacAuc........... 1 1 hsa

...............................................uugcagcugcUugggagugacuuca.......... 1 1 hsa

...............................................uugcagcugccugggagugacuuAa.......... 2 1 hsa

...............................................uugcagcugccugggagugacuucU.......... 72 1 hsa

...............................................uugcagcuAccugggagugacuuca.......... 1 1 hsa

...............................................uugcagcugccugggagugacuucG.......... 1 1 hsa

...............................................uugcagcuCccugggagugacuuca.......... 1 1 hsa

...............................................uugcagcugUcugggagugacuuca.......... 1 1 hsa

...............................................uugcagcugccugggagugacuuca.......... 142 0 hsa

...............................................uugcagcugccugggagugGcuuca.......... 1 1 hsa

...............................................uugcGgcugccugggagugacuuca.......... 1 1 hsa

...............................................uugcagcugccugggagugacuuGa.......... 1 1 hsa

...............................................uugcagcugccugggagugacuucaU......... 31 1 hsa

...............................................uugcagcugccugggagugacuucaA......... 8 1 hsa

...............................................uugcagcugccugggagugacuucaAa........ 2 1 hsa

................................................ugcagcugccugggagugacu............. 2 0 hsa

................................................ugcaCcugccugggagugacu............. 1 1 hsa
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................................................ugcagcugccugggagAgacuu............ 1 1 hsa

................................................ugcaUcugccugggagugacuu............ 1 1 hsa

................................................ugcagcugccugggagugacuu............ 6 0 hsa

................................................ugcagcugccugggagugacuuA........... 2 1 hsa

................................................ugcagcugccugggaguUacuuc........... 1 1 hsa

................................................ugcagcugccugggagugacuuU........... 1 1 hsa

................................................ugcagcugccugggagugacuuc........... 33 0 hsa

................................................ugcagcugccugggagugacuuca.......... 47 0 hsa

................................................ugcagcugccugggagCgacuuca.......... 1 1 hsa

................................................ugcagcugccugggagugacuucU.......... 8 1 hsa

................................................ugAagcugccugggagugacuuca.......... 1 1 hsa

................................................ugcagcugccugggagugacuucaU......... 31 1 hsa

................................................ugcagcugccugggagugacuucaAac....... 1 1 hsa

.................................................gcagcugccugggagugacuuc........... 1 0 hsa

..................................................cagcugccugggagugacuuU........... 1 1 hsa

..................................................cagcugccugggagugacuuca.......... 9 0 hsa

..................................................cagcugccugggagugacuucaU......... 12 1 hsa


