
miRBase precursor : hsa-mir-130b
Total read count : 433
hsa-miR-130b-3p read count: 411
hsa-miR-130b-5p read count: 22
remaining reads : 411
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............acucuuucccuguugcacuac................................................. 2 0 hsa

............acucuuucccuguugcacuacu................................................ 19 0 hsa

............acucuuucccuguugcacuacua............................................... 1 0 hsa

................................................aAcagugcaaugaugaaagggcau.......... 1 1 hsa

..................................................cagugcaaugaugaaagg.............. 1 0 hsa

..................................................cagugcaaugaugaaaggg............. 1 0 hsa

..................................................cagugcaaugaugaaagggc............ 2 0 hsa

..................................................cagugcaaugaugaaagggca........... 10 0 hsa

..................................................caguAcaaugaugaaagggcau.......... 1 1 hsa

..................................................cagCgcaaugaugaaagggcau.......... 2 1 hsa

..................................................cagugcaaugauAaaagggcau.......... 4 1 hsa

..................................................cagugcaaugUugaaagggcau.......... 3 1 hsa

..................................................cagugcaaugaugaaagggcGu.......... 1 1 hsa

..................................................Uagugcaaugaugaaagggcau.......... 1 1 hsa

..................................................cagugcaauAaugaaagggcau.......... 2 1 hsa

..................................................cagugcaaugaugaaaggUcau.......... 1 1 hsa

..................................................cagugcaauUaugaaagggcau.......... 1 1 hsa

..................................................cagugcaaugaugaaagggcaA.......... 4 1 hsa

..................................................cagugcaaugaugaaagggcau.......... 297 0 hsa

..................................................cagugcaaugaugaaagggUau.......... 1 1 hsa

..................................................cagugcaaugaugaaagUgcau.......... 2 1 hsa

..................................................cagugcaaugaugaaagggcauc......... 1 0 hsa

..................................................cagugcaaugaugaaagggcauA......... 26 1 hsa

..................................................cagugcaaugaugaaagggcauU......... 39 1 hsa

..................................................cagugcaaugaugaaagggcauAg........ 1 1 hsa

...................................................agugcaaugaugaaagggca........... 1 0 hsa

...................................................agugcaaugaugaaagUgcau.......... 1 1 hsa

...................................................agugcaaugaugaaagggcau.......... 6 0 hsa

...................................................agugcaaugaugaaagggcauU......... 1 1 hsa


