
miRBase precursor : hsa-mir-132
Total read count : 228
hsa-miR-132-3p read count : 124
hsa-miR-132-5p read count : 102
remaining reads : 126
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ccgcccccgcgucuccagggcaaccguggcuuucgauuguuacugugggaacuggagguaacagucuacagccauggucgccccgcagcacgcccacgcgc -3'5'- exp
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.....................aaccguggcuuucgauuguua........................................................... 8 0 hsa

.....................aaccguggcuuucgauuguuacu......................................................... 1 0 hsa

......................accguggcuuucgauuguua........................................................... 1 0 hsa

......................accguggcuuucgauuguuac.......................................................... 2 0 hsa

......................accguAgcuuucgauuguuacu......................................................... 2 1 hsa

......................Gccguggcuuucgauuguuacu......................................................... 1 1 hsa

......................accguggcuuucgauuguuacu......................................................... 84 0 hsa

......................accguggcuuucgauuUuuacu......................................................... 1 1 hsa

......................accgugUcuuucgauuguuacu......................................................... 1 1 hsa

......................accgugAcuuucgauuguuacu......................................................... 1 1 hsa

..........................................cugugggaacuggaggua......................................... 2 0 hsa

..........................................................uaacagucuacagccaugg........................ 3 0 hsa

..........................................................uaacagucuacagccaugguc...................... 1 0 hsa

..........................................................uaacagucuacagccauggucg..................... 47 0 hsa

..........................................................uaacagucuacagccaugUucg..................... 1 1 hsa

..........................................................uaacagucuacagccauggucgU.................... 63 1 hsa

..........................................................uaacagucuacagccauggucgA.................... 4 1 hsa

..........................................................uaacagucuacagccauggucgUc................... 1 1 hsa

...........................................................aacagucuacagccauggucg..................... 2 0 hsa

............................................................acagucuacagccauggucgU.................... 1 1 hsa

..............................................................agucuacagccauggucgU.................... 1 1 hsa


