
miRBase precursor : hsa-mir-151b
Total read count : 1281
hsa-miR-151b read count : 1279
remaining reads : 2
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........................................................cccucgaggagcucacagucuag................. 2 0 hsa

..........................................................cucgaggagcucacaguc.................... 1 0 hsa

..........................................................cucgaggagcucacagucuag................. 2 0 hsa

..........................................................cucgaggagcucacagucuagU................ 73 1 hsa

..........................................................cucgaggagcucacagucuagUc............... 1 1 hsa

...........................................................ucgaggagcucacagucu................... 2 0 hsa

...........................................................ucgaggagcucacagucua.................. 2 0 hsa

...........................................................ucgaggagcuUacagucuag................. 1 1 hsa

...........................................................ucgaggagcucacagucuag................. 65 0 hsa

...........................................................ucgaggCgcucacagucuag................. 1 1 hsa

...........................................................ucgaggagcucacagucuaga................ 1 0 hsa

...........................................................ucgaggagcucacagucuagG................ 2 1 hsa

...........................................................ucgaggagcucacagucuagU................ 1120 1 hsa

...........................................................ucgaggagcucacagucuagaA............... 1 1 hsa

............................................................cgaggagcucacagucuagU................ 1 1 hsa

.............................................................gaggagcucacagucuagU................ 6 1 hsa


