
miRBase precursor : hsa-mir-15b
Total read count : 113
hsa-miR-15b-5p read count : 111
hsa-miR-15b-3p read count : 1
remaining reads : 2
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hsa-miR-15b-3p

hsa-miR-15b-5p
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.((((.(((((((...(((.(((((((.((.((((((..(((.((.......)))))..)))))).)).))))))).)))...)))))))...)))). reads mm sample

uugaggccuuaaaguacug............................................................................... 1 0 hsa

...................uagcagcacaucaugguu............................................................. 1 0 hsa

...................uagcagcacauAaugguu............................................................. 1 1 hsa

...................uagcagcacaucaugguuu............................................................ 2 0 hsa

...................uagcaUcacaucaugguuua........................................................... 1 1 hsa

...................uagcagcacaucaugguAua........................................................... 1 1 hsa

...................uagcagcacaucaugguuua........................................................... 4 0 hsa

...................uagcagcacaucaugguuuac.......................................................... 36 0 hsa

...................uagcagcacaucaugguuuaU.......................................................... 2 1 hsa

...................uagcagcacauUaugguuuaca......................................................... 1 1 hsa

...................uagcagcacaucaugguAuaca......................................................... 1 1 hsa

...................uagcagcacaucauggGuuaca......................................................... 1 1 hsa

...................uagcagcacaucaugguuuaca......................................................... 57 0 hsa

...................uagcagcacaucaugguuuacU......................................................... 1 1 hsa

...................uagcaUcacaucaugguuuaca......................................................... 1 1 hsa

...................uagcagcacaucaugguuuacaA........................................................ 1 1 hsa

.........................................................cgaaucauuauuugcugcucuaA.................. 1 1 hsa


