
miRBase precursor : hsa-mir-181c
Total read count : 276
hsa-miR-181c-5p read count: 210
hsa-miR-181c-3p read count: 66
remaining reads : 66
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hsa-miR-181c-5p

hsa-miR-181c-3p

cggaaaauuugccaaggguuugggggaacauucaaccugucggugaguuugggcagcucaggcaaaccaucgaccguugaguggacccugaggccuggaauugccauccu -3'5'- exp

.(((.......(((.((.((..(((...((((((((..(((((((.(((((...........)))))))))))).))))))))..)))..)).)))))........))). reads mm sample

........................ggaacauucaaccugucggugaguuu............................................................ 1 0 hsa

..........................aacauucaaccugucggu.................................................................. 1 0 hsa

..........................aacauucaacGugucgguga................................................................ 1 1 hsa

..........................aacauucaaccugucggugag............................................................... 1 0 hsa

..........................aacauucaacGugucggugag............................................................... 1 1 hsa

..........................aacauucaaccugucggugagu.............................................................. 3 0 hsa

..........................aacauucaaccCgucggugagu.............................................................. 1 1 hsa

..........................aacauucaaccugucggugaguu............................................................. 59 0 hsa

..........................aacauucaaccuguUggugaguu............................................................. 2 1 hsa

..........................aacauucaacGugucggugaguu............................................................. 2 1 hsa

..........................aacauuUaaccugucggugaguuu............................................................ 1 1 hsa

..........................aacauucaaccugucUgugaguuu............................................................ 1 1 hsa

..........................aacauucaaccuCucggugaguuu............................................................ 1 1 hsa

..........................aacauucaacGugucggugaguuu............................................................ 2 1 hsa

..........................aacauucaaccuguUggugaguuu............................................................ 7 1 hsa

..........................aacauucaaccugucggugaguuu............................................................ 116 0 hsa

..........................aacauucaaccugCcggugaguuu............................................................ 1 1 hsa

..........................aacauucaaccugucggugaguuA............................................................ 2 1 hsa

..........................aGcauucaaccugucggugaguuu............................................................ 1 1 hsa

..........................aacauucaaccugucgguUaguuu............................................................ 1 1 hsa

..........................aacauucaaccuUucggugaguuu............................................................ 1 1 hsa

..........................aacauucaaccugucggugaguuug........................................................... 1 0 hsa

..........................aacauucaaccugucggugaguuuU........................................................... 2 1 hsa

..........................aacauucaaccugucggugaguuuA........................................................... 1 1 hsa

.................................................................accaucgaccguugaUug........................... 3 1 hsa

.................................................................accaucgaccguugagug........................... 8 0 hsa

.................................................................accaucgaccguugagugg.......................... 2 0 hsa

.................................................................accaucgaccguugagugga......................... 1 0 hsa

.................................................................aUcaucgaccguugaguggac........................ 1 1 hsa

.................................................................accaucgaccguugagugAac........................ 1 1 hsa

.................................................................accaucgaccguugaguggac........................ 15 0 hsa

.................................................................accaucgaccguugaguggacU....................... 3 1 hsa

.................................................................accaucgaccguugaguggacc....................... 27 0 hsa

.................................................................accaucgaccguugaguggacA....................... 2 1 hsa



cggaaaauuugccaaggguuugggggaacauucaaccugucggugaguuugggcagcucaggcaaaccaucgaccguugaguggacccugaggccuggaauugccauccu

hsa-miR-181c-5p

hsa-miR-181c-3p

.................................................................accaucgaccgCugaguggacc....................... 1 1 hsa

.................................................................accaucgaccguugaguggaccU...................... 2 1 hsa


