
miRBase precursor : hsa-mir-3138
Total read count : 49
hsa-miR-3138 read count : 49
remaining reads : 0
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...............................................uguggacagugagguagaggga............. 2 0 hsa

...............................................uguggacagugagguagagggag............ 6 0 hsa

...............................................uguggacagugagguagagggaU............ 1 1 hsa

...............................................uguggacagugagguagagggagu........... 3 0 hsa

...............................................uguggacagugagguagagggaguA.......... 1 1 hsa

.................................................uggacagugagguagagggagugU......... 1 1 hsa

...................................................gacagugagguagagggaguU.......... 1 1 hsa

...................................................gacagugagguagagggagugc......... 4 0 hsa

...................................................gacagugagguagagggagugU......... 2 1 hsa

...................................................gacagugagguagagggagugcA........ 1 1 hsa

....................................................acagugagguagagggagC........... 1 1 hsa

....................................................acagugagguagagggagug.......... 4 0 hsa

....................................................acagugagguagagggagugU......... 5 1 hsa

....................................................acagugGgguagagggagugc......... 1 1 hsa

....................................................acagugagguagagggagugc......... 7 0 hsa

....................................................acagugagguagagggagugA......... 3 1 hsa

....................................................acagugagguagagggagugcA........ 1 1 hsa

....................................................acagugagguagagggagugcU........ 1 1 hsa

....................................................acagugagguagagggagugAc........ 1 1 hsa

....................................................acagugagguagagggagugcc........ 2 0 hsa

....................................................acagugagguagagggagugcAg....... 1 1 hsa


