
miRBase precursor : hsa-mir-324
Total read count : 269
hsa-miR-324-5p read count : 229
hsa-miR-324-3p read count : 39
remaining reads : 40
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...............cgUauccccuagggcauugg................................................ 1 1 hsa

...............cgcauccccuagggcauugg................................................ 1 0 hsa

...............cgcauccccuagggcauuggu............................................... 8 0 hsa

...............cgcauccccuagggcauuggug.............................................. 23 0 hsa

...............cgcauccccuagggcauugguU.............................................. 1 1 hsa

...............cgcauccccuagggcauuggGgu............................................. 2 1 hsa

...............cgcauUcccuagggcauuggugu............................................. 1 1 hsa

...............cgcauccccuagggcUuuggugu............................................. 1 1 hsa

...............cgcauccccuagggcCuuggugu............................................. 1 1 hsa

...............cgcaucccUuagggcauuggugu............................................. 1 1 hsa

...............cgcauccccuagggcauuggugA............................................. 2 1 hsa

...............cgcauAcccuagggcauuggugu............................................. 1 1 hsa

...............cgcauccUcuagggcauuggugu............................................. 1 1 hsa

...............cgcauccccuagggcauugguUu............................................. 1 1 hsa

...............cgcauccccuagggcauugguAu............................................. 1 1 hsa

...............cgcauccccuagggcauuggugu............................................. 163 0 hsa

...............cgcauccccuagggcauugguguU............................................ 9 1 hsa

...............cgcauccccuagggcauuggugAaa........................................... 1 1 hsa

...............cgcauccccuagggcauugguguaa........................................... 2 0 hsa

...............cgcauccccuagggcauugguguUa........................................... 3 1 hsa

...............cgcauccccuagggcauugguguaG........................................... 1 1 hsa

...............cgcauccccuagggcauugguguaaU.......................................... 2 1 hsa

...................uccccuagggcauuggugu............................................. 1 0 hsa

....................ccccuagggcauuggugua............................................ 1 0 hsa

...................................uguaaagcuggagacccU.............................. 1 1 hsa

..................................................ccacugccccaggugcugcug............ 3 0 hsa

..................................................ccacugccccaggugcugcugU........... 1 1 hsa

..................................................ccacugccccaggugcugcugg........... 8 0 hsa

..................................................ccacugccccaggugcugcuggU.......... 6 1 hsa

..................................................ccacugccccaggugcugcuggA.......... 3 1 hsa

...................................................cacugccccaggugcugcugg........... 2 0 hsa

....................................................acugccccaggugcugcugg........... 1 0 hsa

....................................................acugccccaggugcugcuggU.......... 13 1 hsa

....................................................acugccccaggugcugcuggA.......... 2 1 hsa
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