
miRBase precursor : hsa-mir-328
Total read count : 107
hsa-miR-328 read count : 106
remaining reads : 1
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hsa-miR-328

uggagugggggggcaggaggggcucagggagaaagugcauacagccccuggcccucucugcccuuccguccccug -3'5'- exp

.((..(((((((((((..(((((.(((((.(...((....))..)))))))))))..)))))))))))..))... reads mm sample

........gggggcaggaggggcucaggga............................................. 1 0 hsa

...............................................cuggcccucucugcccuu.......... 1 0 hsa

...............................................cuggcccucucugcccuucc........ 2 0 hsa

...............................................cuggcccucucugcccuuccA....... 1 1 hsa

...............................................cuggcccucucugcccuuccg....... 1 0 hsa

...............................................cuggcccucucugcccuuccgu...... 71 0 hsa

...............................................cuggUccucucugcccuuccgu...... 1 1 hsa

...............................................cuggcccucucugcccuuccgC...... 3 1 hsa

...............................................cuggcccucucugcccuuccgA...... 6 1 hsa

...............................................Uuggcccucucugcccuuccgu...... 2 1 hsa

...............................................cCggcccucucugcccuuccgu...... 1 1 hsa

...............................................cuggcccucucugcccuuccguU..... 11 1 hsa

...............................................cuggcccucucugcccuuccguA..... 2 1 hsa

................................................uggcccucucugcccuuccgu...... 1 0 hsa

................................................uggcccucucugcccuuccguc..... 1 0 hsa

................................................uggcccucucugcccuuccguA..... 1 1 hsa

...................................................cUcucucugcccuuccgu...... 1 1 hsa


