
miRBase precursor : hsa-mir-329-2
Total read count : 621
hsa-miR-329 read count : 612
remaining reads : 9
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.............agagguuuucuggguuucuguuu................................................ 3 0 hsa

.............agagguuuucuggguuucuguuuc............................................... 2 0 hsa

..............gagguuuucuggguuucuguuu................................................ 2 0 hsa

..............gagguuuucuggguuucuguuuc............................................... 2 0 hsa

..................................................aaacacaccugguuaaccucuu............ 1 0 hsa

...................................................aacacaccugguuaaccu............... 6 0 hsa

...................................................aacacaccugguuaaccuc.............. 5 0 hsa

...................................................aacacaccugguuaaccucu............. 44 0 hsa

...................................................aacacaccugguuaaccuUu............. 3 1 hsa

...................................................aacacaccugguuUaccucuu............ 1 1 hsa

...................................................aacacaccugguuaaccucuC............ 11 1 hsa

...................................................Gacacaccugguuaaccucuu............ 1 1 hsa

...................................................aacacacUugguuaaccucuu............ 2 1 hsa

...................................................aacacaccugguuaaccucuA............ 17 1 hsa

...................................................aacacaccugguuaaccuUuu............ 2 1 hsa

...................................................aacacaccugguuaacAucuu............ 1 1 hsa

...................................................aacacaccugguuaaccucuu............ 213 0 hsa

...................................................aacacaccugguuaaccucuuA........... 108 1 hsa

...................................................aacacaccugguuaaccucuCu........... 5 1 hsa

...................................................aacacaccugguuaaccucuuu........... 49 0 hsa

...................................................aacacaccugguuaaccucuuC........... 5 1 hsa

...................................................aacacaccGgguuaaccucuuu........... 1 1 hsa

...................................................aacacaccugguuaaccucuGu........... 4 1 hsa

...................................................aacacaccugguuaaccucuuG........... 7 1 hsa

...................................................aacacaccugguuaaccucuAu........... 25 1 hsa

...................................................aacacaccugguuaaccucuuAu.......... 11 1 hsa

...................................................aacacaccugguuaaccucuuuA.......... 2 1 hsa

...................................................aacacaccugguuaaccucuCuu.......... 1 1 hsa

....................................................acacaccugguuaaccucu............. 2 0 hsa

....................................................acacaccugguuaaccucuu............ 7 0 hsa

....................................................acacaccugguuaaccuUuu............ 1 1 hsa

....................................................acacaccugguuaaccucuA............ 2 1 hsa

....................................................acacaccugguuaacAucuu............ 1 1 hsa

....................................................acacaccugguuaaccucuuu........... 9 0 hsa

....................................................acacaccugguuaaccucuuA........... 27 1 hsa



gugguaccugaagagagguuuucuggguuucuguuucuuuauugaggacgaaacacaccugguuaaccucuuuuccaguaucaa

hsa-miR-329

....................................................acacaccugguuaaccucuuC........... 3 1 hsa

....................................................acacaccugguuaaccucuAu........... 4 1 hsa

....................................................acacaccugguuaaccucuCu........... 2 1 hsa

....................................................acacaccugguuaaccucuAuu.......... 2 1 hsa

....................................................acacaccugguuaaccucuuuC.......... 1 1 hsa

....................................................acacaccugguuaaccucuuAu.......... 20 1 hsa

....................................................acacaccugguuaaccucuuuu.......... 2 0 hsa

....................................................acacaccugguuaaccucuuuA.......... 3 1 hsa

.....................................................cacaccugguuaaccucuu............ 1 0 hsa


