
miRBase precursor : hsa-mir-331
Total read count : 604
hsa-miR-331-3p read count : 591
hsa-miR-331-5p read count : 8
remaining reads : 596

5'G
A
G
U
U
U
G G U UU

U
G U U U G G G U UU G U U C U A G GUA U G G UC C C A G G G

A U
C
C
C A GA

U
C
A
AACC

A
G

GC
CCCUGGGCC

UAUCCUAGAACCAACCUA
AGC

U
C3'

freq.

length

1

0.75

0.5

0.25

0

hsa-miR-331-3p

hsa-miR-331-5p
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.....ugguuuuguuuggguuuguu..................................................................... 3 0 hsa

.......guuuuguuuggguuuguu..................................................................... 1 0 hsa

....................uuguucuagguauggucccagggau................................................. 1 0 hsa

........................ucuagguauggucccagggau................................................. 1 0 hsa

........................ucuagguauggucccagggauA................................................ 1 1 hsa

.........................cuagguauggucccagggaucc............................................... 4 0 hsa

.........................cuagguauggucccagggauccA.............................................. 2 1 hsa

..........................................................aAgccccugggccuauccuagaa............. 1 1 hsa

...........................................................Cgccccugggccuauccuagaa............. 1 1 hsa

............................................................gccccugggccuauccuag............... 5 0 hsa

............................................................gUcccugggccuauccuaga.............. 1 1 hsa

............................................................Accccugggccuauccuaga.............. 1 1 hsa

............................................................gccccuAggccuauccuaga.............. 1 1 hsa

............................................................gccccugggccuauccuagC.............. 1 1 hsa

............................................................gccccugggccuauccuaga.............. 102 0 hsa

............................................................gccccugggccuaCccuaga.............. 1 1 hsa

............................................................gccccugggccuauccuagaU............. 7 1 hsa

............................................................gccccugggccuauccuagaa............. 292 0 hsa

............................................................gccccugCgccuauccuagaa............. 2 1 hsa

............................................................gccccugggccuauccuagCa............. 1 1 hsa

............................................................gccccugUgccuauccuagaa............. 1 1 hsa

............................................................gccccuggAccuauccuagaa............. 2 1 hsa

............................................................gccccugggccuauccuagaC............. 3 1 hsa

............................................................gccccugggccuauccuCgaa............. 1 1 hsa

............................................................gccccugggccuauccuaUaa............. 1 1 hsa

............................................................gccccGgggccuauccuagaa............. 2 1 hsa

............................................................gccccugggccuauccuagaaA............ 77 1 hsa

............................................................gccccugggccuauccuagaaG............ 4 1 hsa

............................................................gccccugggccuauccuagaaU............ 58 1 hsa

............................................................gccccugggccuauccuagaCc............ 7 1 hsa

............................................................gccccugAgccuauccuagaac............ 1 1 hsa

............................................................gccccugggccuauccuagaac............ 5 0 hsa

............................................................gccccugggccuauccuagaacA........... 1 1 hsa

............................................................gccccugggccuauccuagaacAa.......... 2 1 hsa



gaguuugguuuuguuuggguuuguucuagguauggucccagggaucccagaucaaaccaggccccugggccuauccuagaaccaaccuaagcuc

hsa-miR-331-3p

hsa-miR-331-5p

.............................................................ccccugggccuauccuagaa............. 3 0 hsa

.............................................................ccccugggccuauccuagaaU............ 4 1 hsa

.............................................................ccccugggccuauccuagaCc............ 1 1 hsa

..............................................................cccugggccuauccuagaa............. 1 0 hsa

...............................................................Gcugggccuauccuagaa............. 1 1 hsa


