
miRBase precursor : hsa-mir-337
Total read count : 237
hsa-miR-337-3p read count : 119
hsa-miR-337-5p read count : 102
remaining reads : 135

5'
G
U
A
G
U
C
A G U A G

U
U
G G G G G G U G G G A AC G G CUU C A U A CA G G A G U U G A U G

C A
C
A

GU
UAUCCAGCUCCUAUA

UGAUGCCU
UUCUUCAUCC

CCU
U
C

AA3'

freq.

length

1

0.75

0.5

0.25

0

hsa-miR-337-5p

hsa-miR-337-3p

guagucaguaguuggggggugggaacggcuucauacaggaguugaugcacaguuauccagcuccuauaugaugccuuucuucauccccuucaa -3'5'- exp

..........(..((((((((((((.(((.(((((.(((((((((((......))).)))))))).))))).))).))).))))))))).).. reads mm sample

.uagucaguaguuggggggugg....................................................................... 1 0 hsa

..agucaguaguuggggggugg....................................................................... 8 0 hsa

...gucaguaguuggggggugg....................................................................... 1 0 hsa

...................ugggaacggcuucauacaggag.................................................... 1 0 hsa

...................ugggaacggcuucauacaggagu................................................... 5 0 hsa

....................gUgaacggcuucauacagga..................................................... 1 1 hsa

....................gggaacggcuucauacaggag.................................................... 2 0 hsa

.....................ggaacggcuucauacaggagu................................................... 2 0 hsa

......................gaacggcuucauacagga..................................................... 1 0 hsa

......................gaacggcuucauacaggag.................................................... 5 0 hsa

......................gaacggcuucauacaggagu................................................... 41 0 hsa

......................gaacggcuucauacagAagu................................................... 1 1 hsa

......................gaacggcuucauGcaggagu................................................... 1 1 hsa

......................gaacggcuuUauacaggagu................................................... 1 1 hsa

......................gaacggcuucauacaggagG................................................... 1 1 hsa

......................gaacggcuucauaUaggagu................................................... 1 1 hsa

......................gaacggcAucauacaggagu................................................... 1 1 hsa

......................gaacggcuucauacaggaUu................................................... 2 1 hsa

......................gaacggcuucauacaggaCuu.................................................. 1 1 hsa

......................gaacggcuucauacaggaguu.................................................. 17 0 hsa

......................gaacggcuucauacaggaguug................................................. 2 0 hsa

......................gaacggcuucauacaggaguuA................................................. 6 1 hsa

......................gaacggcuucauacaggaguuU................................................. 9 1 hsa

......................gaacggcuucauacaggaguuAa................................................ 3 1 hsa

......................gaacggcuucauacaggaguugU................................................ 1 1 hsa

......................gaacggcuucauacaggaguuga................................................ 1 0 hsa

.......................aacggcuucauacaggaguuga................................................ 2 0 hsa

...........................................................gcuccuauaugaugccuuucu............. 2 0 hsa

...........................................................gcuccuauaugaugccuuucuu............ 1 0 hsa

...........................................................gcuccuauaugaugccuuucuuc........... 2 0 hsa

............................................................cuccuauaugaugccuuuU.............. 1 1 hsa

............................................................cuccuauaugaugccuuuc.............. 1 0 hsa

............................................................cuccuauaugaugccuuucu............. 1 0 hsa

............................................................cuccuauaugaugccuuucuu............ 5 0 hsa



guagucaguaguuggggggugggaacggcuucauacaggaguugaugcacaguuauccagcuccuauaugaugccuuucuucauccccuucaa

hsa-miR-337-5p

hsa-miR-337-3p

............................................................cuccuauaugaugccuuuUuuc........... 2 1 hsa

............................................................cuccuauaugaugccuuucuuc........... 36 0 hsa

............................................................cuccuauauAaugccuuucuuc........... 1 1 hsa

............................................................cuccuauaugaugccuuucuuca.......... 1 0 hsa

............................................................cuccuauaugaugccuuucuucaA......... 2 1 hsa

.............................................................uccuauaugaugccuuuc.............. 1 0 hsa

.............................................................uccuauaugaugccuuucu............. 2 0 hsa

.............................................................uccuauaugaugccuuucuu............ 3 0 hsa

.............................................................uccuauaugaugUcuuucuuc........... 1 1 hsa

.............................................................uccuauauCaugccuuucuuc........... 1 1 hsa

.............................................................uUcuauaugaugccuuucuuc........... 1 1 hsa

.............................................................uccuauaugaugcUuuucuuc........... 1 1 hsa

.............................................................uccuauaugaugccuuucuuc........... 43 0 hsa

.............................................................uccuauaugaugccuuucuucU.......... 3 1 hsa

.............................................................uccuauaugaugccuuucuuAa.......... 1 1 hsa

.............................................................uccuauaugaugccuuucuuca.......... 2 0 hsa

.............................................................uccuauaugaugccuuucuucaA......... 3 1 hsa

...............................................................cuauaugaugccuuucuuc........... 2 0 hsa


