
miRBase precursor : hsa-mir-361
Total read count : 288
hsa-miR-361-5p read count : 232
hsa-miR-361-3p read count : 56
remaining reads : 56
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ggagcuuaucagaaucuccagggguacuuuauaauuucaaaaagucccccaggugugauucugauuugcuuc -3'5'- exp

(((((..(((((((((.((.((((.(((((..........))))).)))).))...)))))))))..))))) reads mm sample

....cuuaucagaaucuccagggguaU............................................. 1 1 hsa

....cuuaucagaaucuccagggguac............................................. 3 0 hsa

.....uuaucagaaucuccaggggu............................................... 6 0 hsa

.....uuaucagaaucuccaggggua.............................................. 23 0 hsa

.....uuaCcagaaucuccagggguac............................................. 1 1 hsa

.....uuaucagaaucuccagUgguac............................................. 1 1 hsa

.....uuaucagaaucuccagggguac............................................. 133 0 hsa

.....uuaucagaaucuccaggggGac............................................. 1 1 hsa

.....uuaucagaaucuccagggguaU............................................. 17 1 hsa

.....uuaucagaaucuUcagggguac............................................. 1 1 hsa

.....uuaucagaaucuccagggguaA............................................. 9 1 hsa

.....uuaucagaaucuccagggUuac............................................. 2 1 hsa

.....uuaucagaaucuccaggUguac............................................. 1 1 hsa

.....uuaucagaaucuccagggguacC............................................ 6 1 hsa

.....uuaucagaaucuccagggguaUu............................................ 4 1 hsa

.....uuaucagaaucuccagggguacA............................................ 7 1 hsa

.....uuaucagaaucuccagggguaAu............................................ 3 1 hsa

.....uuaucagaaucuccagggguacu............................................ 3 0 hsa

.....uuaucagaaucuAcagggguacu............................................ 1 1 hsa

.....uuaucagaaucuccagggguacCu........................................... 1 1 hsa

.....uuaucagaaucuccagggguacuu........................................... 1 0 hsa

.....uuaucagaaucuccagggguacAu........................................... 6 1 hsa

......uaucagaaucuccagggguac............................................. 1 0 hsa

..........................................agucccccaggugugauucugaA....... 1 1 hsa

............................................ucccccaggugugauucuga........ 1 0 hsa

............................................ucccccaggugugauucugauu...... 1 0 hsa

............................................ucccccaggugugauucugauuu..... 17 0 hsa

............................................ucccccaggugugauucuUauuug.... 1 1 hsa

............................................ucccccaggugugauucugauuug.... 6 0 hsa

............................................ucccccaggugugauucugauuugc... 5 0 hsa

............................................ucccccaggugugauucugauuugU... 2 1 hsa

............................................ucccccaggugugauucugauuugA... 2 1 hsa

.............................................cccccaggugugauucugauuugc... 18 0 hsa

.............................................ccccAaggugugauucugauuugc... 1 1 hsa



ggagcuuaucagaaucuccagggguacuuuauaauuucaaaaagucccccaggugugauucugauuugcuuc

hsa-miR-361-3p

hsa-miR-361-5p

.............................................cccccaggugugauucugauuugcu.. 1 0 hsa


