
miRBase precursor : hsa-mir-362
Total read count : 100
hsa-miR-362-5p read count : 87
hsa-miR-362-3p read count : 13
remaining reads : 13
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....aauccuuggaaccuaggugu......................................... 1 0 hsa

....aauccuuggaaccuaggugug........................................ 1 0 hsa

....aauccuuggaaccuagguguga....................................... 2 0 hsa

....aauccuuggaaccuaggugugag...................................... 9 0 hsa

....aauccuuggaaccuaggugugagu..................................... 32 0 hsa

....aauccuuggaaccuaggugugagA..................................... 2 1 hsa

....aauccuuggaaccuaggugugagug.................................... 3 0 hsa

....aauccuuggaaccuaggugugaguA.................................... 1 1 hsa

....aauccuuggaaccuaggugugagugU................................... 6 1 hsa

....aauUcuuggaaccuaggugugagugc................................... 1 1 hsa

....aaAccuuggaaccuaggugugagugc................................... 1 1 hsa

....aauccuuggaaccuaggugugagugc................................... 17 0 hsa

....aauccuuggaaccuaggugugagugA................................... 1 1 hsa

....aauccuuAgaaccuaggugugagugc................................... 1 1 hsa

....aauccuuggaaccuaggugugagugUu.................................. 1 1 hsa

....aauccuuggaaccuaggugugagugcA.................................. 2 1 hsa

....aauccuuggaaccuaggugugagugcu.................................. 4 0 hsa

....aauccuuggaaccuaggugugagugcAa................................. 1 1 hsa

........cuuggaaccuaggugugagugU................................... 1 1 hsa

.........................................aacacaccuauucaaggauuc... 2 0 hsa

.........................................aacacaccuauucaaggauuca.. 7 0 hsa

.........................................aacacGccuauucaaggauuca.. 1 1 hsa

.........................................aacacaccuauAcaaggauuca.. 1 1 hsa

.........................................aacacaccuauucaaggauucaa. 2 0 hsa


