
miRBase precursor : hsa-mir-3676
Total read count : 298
hsa-miR-3676-3p read count: 99
hsa-miR-3676-5p read count: 33
remaining reads : 265
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..................uCguaaacaggagauccugggu............................................. 1 1 hsa

..................uGguaaacaggagauccugggu............................................. 1 1 hsa

..................uGguaaacaggagauccuggguu............................................ 3 1 hsa

..................uCguaaacaggagauccuggguu............................................ 1 1 hsa

.....................uaaacaggagauccuggUu............................................. 1 1 hsa

.....................uaaacaggagauccuggguu............................................ 1 0 hsa

.........................caggagauccuggguucg.......................................... 1 0 hsa

.........................caggagauccuggguucgG......................................... 1 1 hsa

.........................caggagauccuggguucga......................................... 1 0 hsa

.........................caggagauccuggguucgU......................................... 1 1 hsa

..........................aggagauccuggguucgG......................................... 2 1 hsa

..........................aggagauccuggguucga......................................... 4 0 hsa

..........................aggagauccuggguucgU......................................... 2 1 hsa

..........................aggagauccuggguucgaC........................................ 1 1 hsa

..........................aggagauccuggguucgUa........................................ 8 1 hsa

..........................aggagauccuggguucgGa........................................ 6 1 hsa

..........................aggagauccuggguucgaa........................................ 5 0 hsa

..........................aggagauccuggguucgUau....................................... 1 1 hsa

...................................uggguucgUaucccagcggugccu.......................... 1 1 hsa

...................................uggguucgaaucccagcggGgccuc......................... 1 1 hsa

...................................uggguucgGaucccagcggugccuc......................... 2 1 hsa

...................................uggguucgUaucccagcggugccuc......................... 2 1 hsa

...................................uggguucgaaucccagcggugccuccA....................... 2 1 hsa

.......................................uucgUaucccagcggugccuc......................... 1 1 hsa

.......................................uucgUaucccagcggugccucc........................ 2 1 hsa

.......................................uucgaaucccagcggugccuccA....................... 1 1 hsa

........................................ucgaaucccagcggugcc........................... 2 0 hsa

........................................ucgUaucccagcggugcc........................... 1 1 hsa

........................................ucgaaucccagcggGgcc........................... 1 1 hsa

........................................ucgaaucccagcggugccuc......................... 2 0 hsa

........................................ucgaaucccagcggGgccucc........................ 1 1 hsa

........................................ucgaaucccagcggugccuccA....................... 97 1 hsa

........................................ucgaaucccagcggugccuccAu...................... 1 1 hsa

.........................................cgUaucccagcggugccucc........................ 1 1 hsa



uugguuaaagcgccugucuaguaaacaggagauccuggguucgaaucccagcggugccuccguguuucccccacgcuuuugccaa

hsa-miR-3676-3p
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.........................................cgaaucccagcgCugccucc........................ 1 1 hsa

.........................................cgaaucccagcggugccuccA....................... 11 1 hsa

..........................................gaaucccagcggugccuccA....................... 1 1 hsa

...........................................aaucccagcggugccuccA....................... 2 1 hsa

............................................aucccagcggugccuccA....................... 25 1 hsa

...........................................................ccguguuucccccacgcuu....... 3 0 hsa

...........................................................ccguguuuUccccacgcuuu...... 1 1 hsa

...........................................................ccguguuucccccacgcuuu...... 85 0 hsa

...........................................................ccguguGucccccacgcuuu...... 1 1 hsa

...........................................................ccguguuucccccacgcuuuu..... 7 0 hsa

...........................................................ccgGguuucccccacgcuuuu..... 1 1 hsa

............................................................cguguuucccccacgcuuu...... 1 0 hsa


