miRBase precursor : hsa-mir-376a-1

Total read count : 1248

hsa-miR-376a-3p read count 1228

hsa-miR-376a-5p read count 18

remaining reads 11230 c
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. .aucauagaggaaaauccacgu. . . . 103 0 hsa
........................................... aucauagaggaGaauccacgu. . . - 1 1 hsa
........................................... aucauCgaggaaaauccacgu. . . - 1 1 hsa
........................................... aucauGgaggaaaauccacgu. . . . 453 1 hsa
........................................... aucauagaggaaaauccalgu. . . - 281 1 hsa
........................................... aucauagaggaaaauAcacgu. . . - 1 1 hsa
........................................... aucauagagAaaaauccacgu. . . . 1 1 hsa
........................................... aulUauagaggaaaauccacgu. . . - 1 1 hsa
........................................... aucauagagUaaaauccacgu. . . - 1 1 hsa
........................................... aucaGagaggaaaauccacgu. . . . 1 1 hsa
........................................... Gucauagaggaaaauccacgu. . - - 1 1 hsa
. .aucauagGggaaaauccacgu. . . - 1 1 hsa
........................................... aucauagaggaaaauccGeguu. . . 1 1 hsa
........................................... aucauagaggaaaauccacguu. . - 12 0 hsa
........................................... aucauagaggaaaauccacguA. . . 2 1 hsa
........................................... aucauagaggaaaauccalguu. . . 110 1 hsa
. .aucauGgaggaaaauccacguu. . - 28 1 hsa
........................................... aucauagaggaaaaucUacguuu. - 1 1 hsa
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........................................... aucauagaggaaaauccacguuu. . 9 0 hsa
........................................... aucauagaggaaaauccacguuA. . 1 hsa
. .aucauGgaggaaaauccacguuu. - 3 1 hsa
........................................... aucauagaggaaaauccalguuu. . 120 1 hsa
........................................... aucauagaggaaaauccalguuuu . 6 1 hsa
........................................... aucauagaggaaaauccacguuuul 1 1 hsa
............................................ ucauagaggaaaauccacgu. . . . 1 0 hsa
............................................ ucauagaggaaaauccaugu. - - . 2 1 hsa
............................................ ucauGgaggaaaauccacgu. - - . 2 1 hsa
............................................ ucauagaggaaaauccalguu. . . 1 1 hsa
............................................ ucauagaggaaaauccalguuu. . 10 1 hsa
.cauagaggaaaluccacguuu . . 1 1 hsa
.............................................. auagaggaaaauccalgu. . . . 1 1 hsa
.............................................. auagaggaaaluccacgu. - - . 3 1 hsa
.............................................. auGgaggaaaauccacgu. - - . 1 1 hsa
.............................................. auagaggaaaauccacgu. . . . 1 0 hsa
.............................................. auagaggaaaauccalguuu. . 3 1 hsa
.............................................. auagaggaaaauccacguuuu. 1 0 hsa



