
miRBase precursor : hsa-mir-3909
Total read count : 69
hsa-miR-3909 read count : 61
remaining reads : 8
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..............................gagcaggcuccgggggCca...................................................................... 1 1 hsa

..............................gagcaggcuccgggggacagg.................................................................... 2 0 hsa

..............................gagcaggcuccgggggacagU.................................................................... 1 1 hsa

...............................agcaggcuccgggggacaggga.................................................................. 2 0 hsa

...............................agcaggcuccgggggacagggaaaa............................................................... 2 0 hsa

......................................................................uguccucuagggccugcagu............................. 1 0 hsa

......................................................................uguccucuagggccugcaguc............................ 2 0 hsa

......................................................................uguccucuagUgccugcagucu........................... 1 1 hsa

......................................................................uguccucuagggccugcagucu........................... 45 0 hsa

......................................................................uguccucuagggccugcagucA........................... 3 1 hsa

......................................................................uguccCcuagggccugcagucu........................... 1 1 hsa

......................................................................uguccucuaggAccugcagucu........................... 1 1 hsa

......................................................................uguccucuagggccugcagucuA.......................... 2 1 hsa

......................................................................uguccucuagggccugcagucuU.......................... 3 1 hsa

......................................................................uguccucuagggccugcagucucU......................... 1 1 hsa

......................................................................uguccucuagggccugcagucuGa......................... 1 1 hsa


