
miRBase precursor : hsa-mir-421
Total read count : 330
hsa-miR-421 read count : 330
remaining reads : 0
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.((((..((((((((((...((((((((((((.(((.........)))))))))))))))...)))).))))))..))))..... reads mm sample

...............................................aucaacagacauuaauug.................... 1 0 hsa

...............................................aucaacagacauuaauugg................... 2 0 hsa

...............................................aucaacagacauuaauugggc................. 3 0 hsa

...............................................aucaacGgacauuaauugggcg................ 2 1 hsa

...............................................aucaacagacauuaauugggcU................ 1 1 hsa

...............................................aucaacagacauuaauugggcg................ 60 0 hsa

...............................................aucaacagacauuaauugggcgU............... 6 1 hsa

...............................................aucaacagacauuaauuUggcgc............... 1 1 hsa

...............................................aucaacagacauuaauugggcgA............... 5 1 hsa

...............................................aucaacagacauuGauugggcgc............... 5 1 hsa

...............................................aucaacagacauuaauuCggcgc............... 1 1 hsa

...............................................aucaacagGcauuaauugggcgc............... 1 1 hsa

...............................................aucaacGgacauuaauugggcgc............... 7 1 hsa

...............................................aucaacagacauuUauugggcgc............... 1 1 hsa

...............................................aucaacagacauuaauugggcgc............... 147 0 hsa

...............................................aucaacagacauuaauugggcgcU.............. 11 1 hsa

...............................................aucaacagacauuaauugggcgcA.............. 14 1 hsa

...............................................aucaacagacauuaauugggcgcAu............. 8 1 hsa

...............................................aucaacagacauuaauugggcgcUu............. 4 1 hsa

................................................ucaacGgacauuaauugggc................. 1 1 hsa

................................................ucaacagacauuaauugggcg................ 1 0 hsa

................................................ucaacagacauuaauugggcgc............... 4 0 hsa

................................................ucaacagacauuaauugggcgcU.............. 3 1 hsa

.................................................caacagacauuaauugggcgcU.............. 2 1 hsa

..................................................aacagacauuaauugggcgccug............ 1 0 hsa

..................................................aacagacauuaauugggcgccugA........... 1 1 hsa

..................................................aacagacauuaauugggcgccugU........... 2 1 hsa

..................................................aacagacauuaauugggcgccugAu.......... 1 1 hsa

..................................................aacagacauuaauugggcgccugUu.......... 2 1 hsa

...................................................acagacauuaauugggcgcc.............. 2 0 hsa

...................................................acagacauuaauugggcgccu............. 1 0 hsa

...................................................acagacauuaauugggcgccugU........... 26 1 hsa

...................................................acagacauuaauugggcgccugA........... 2 1 hsa

...................................................acagacauuaauugggcgccugUu.......... 1 1 hsa


