
miRBase precursor : hsa-mir-449a
Total read count : 298
hsa-miR-449a read count : 297
remaining reads : 1
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...............Aggcaguguauuguuagcu......................................................... 2 1 hsa

...............uggcaguguauuguuagcu......................................................... 4 0 hsa

...............uggcaguguauuguuagcug........................................................ 2 0 hsa

...............Aggcaguguauuguuagcug........................................................ 2 1 hsa

...............uggcaguguauuguuagcugg....................................................... 12 0 hsa

...............uggcaguguauuguuagcuggA...................................................... 1 1 hsa

...............uggcaguguauuguuagGuggu...................................................... 1 1 hsa

...............uggcaguguauuguuagcCggu...................................................... 1 1 hsa

...............uggcaguguauuUuuagcuggu...................................................... 2 1 hsa

...............uggcaguguauuguuagcuUgu...................................................... 2 1 hsa

...............uggcaguguauuguuCgcuggu...................................................... 1 1 hsa

...............uggcaguguCuuguuagcuggu...................................................... 1 1 hsa

...............uggcaguguauuguuagcuggu...................................................... 230 0 hsa

...............uggcaguguauuguuagcugguA..................................................... 26 1 hsa

...............uggcaguguauuguuagcugguu..................................................... 9 0 hsa

...............uggcaguguauuguuagcugguuA.................................................... 1 1 hsa

.......................................................cggcuaacaugcaacugcug................ 1 0 hsa


