
miRBase precursor : hsa-mir-449c
Total read count : 483
hsa-miR-449c-5p read count: 482
hsa-miR-449c-3p read count: 1
remaining reads : 1
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................uaggcaguguauugcuagcg........................................................ 1 0 hsa

................uaggcaguguauugcuagcgg....................................................... 3 0 hsa

................uaggcaguguauugcuagcggcug.................................................... 1 0 hsa

................uaggcaguguauugcuagcggcugu................................................... 58 0 hsa

................uaggcaguUuauugcuagcggcugu................................................... 3 1 hsa

................uaggcaguguauugcuagcggcugA................................................... 1 1 hsa

................uaggcaguguauugcuagcggcugG................................................... 9 1 hsa

................Aaggcaguguauugcuagcggcugu................................................... 1 1 hsa

................uaggcaguguauugcuagcggcugGu.................................................. 6 1 hsa

................uaggcaguguauugcuagcggcuguu.................................................. 4 0 hsa

................uaggcaguguauugcuagcggcuguuU................................................. 1 1 hsa

.................aggcaguguauugcuagc......................................................... 2 0 hsa

.................aggcaguguauugcuagcg........................................................ 1 0 hsa

.................aggcaguguauugcuagcgg....................................................... 1 0 hsa

.................aggcaguguauugcuagcggcu..................................................... 1 0 hsa

.................aggcaguguauugcuagcggcug.................................................... 3 0 hsa

.................aggcaguguauugcuagcggcugu................................................... 151 0 hsa

.................aggcaguguauugcuagcggcuCu................................................... 1 1 hsa

.................aggcaguguauugcuagcggcugA................................................... 2 1 hsa

.................aggcaguUuauugcuagcggcugu................................................... 1 1 hsa

.................aggcaguguauugcuagcggcugG................................................... 19 1 hsa

.................agUcaguguauugcuagcggcugu................................................... 1 1 hsa

.................aggcaguguauugcuagcggcCgu................................................... 1 1 hsa

.................aggcagugCauugcuagcggcugu................................................... 1 1 hsa

.................agCcaguguauugcuagcggcugu................................................... 1 1 hsa

.................aggcaguguauuCcuagcggcugu................................................... 1 1 hsa

.................aggcaguguauugcuagcAgcugu................................................... 1 1 hsa

.................aggcaguguauuUcuagcggcuguu.................................................. 1 1 hsa

.................Gggcaguguauugcuagcggcuguu.................................................. 1 1 hsa

.................aggcaguguauugcuagcggcuguu.................................................. 95 0 hsa

.................aggcaguguauugcuagcggcuguA.................................................. 12 1 hsa

.................aggcaguguauugcuagcggcugGu.................................................. 51 1 hsa

.................aggcaguguauugcuagcUgcuguu.................................................. 1 1 hsa

.................aggcaguguauugcuagcggcuguAa................................................. 5 1 hsa
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.................aggcaguguauugcuagcggcuguCa................................................. 1 1 hsa

.................aggcaguguauugcuagcggcugGua................................................. 10 1 hsa

.................aggcaguguauugcuagcggcuguuU................................................. 17 1 hsa

.................aggcaguguauugcuagcggcuguua................................................. 3 0 hsa

.................aggcaguguauugcuagcggcugAua................................................. 1 1 hsa

.................aggcaguguauugcuagcggcuguGa................................................. 1 1 hsa

.................aggcaguguauugcuagcggcugGuaa................................................ 3 1 hsa

.................aggcaguguauugcuagcggcuguuaa................................................ 2 0 hsa

.................aggcaguguauugcuagcggcuguuUa................................................ 2 1 hsa

......................................................aguAgcuaguugcacuccucu................. 1 1 hsa


