
miRBase precursor : hsa-mir-450b
Total read count : 261
hsa-miR-450b-5p read count: 239
hsa-miR-450b-3p read count: 22
remaining reads : 22
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.........uuuuugcaauauguuccugaau............................................... 1 0 hsa

..........uuuugcaauauguuccugaa................................................ 5 0 hsa

..........uuuugcaauCuguuccugaau............................................... 1 1 hsa

..........Cuuugcaauauguuccugaau............................................... 1 1 hsa

..........uuuugcaauauAuuccugaau............................................... 1 1 hsa

..........uuuugcaauauguuAcugaau............................................... 1 1 hsa

..........uuuugcaUuauguuccugaau............................................... 1 1 hsa

..........uuuugcaauaugCuccugaau............................................... 1 1 hsa

..........uuuugcaauaugAuccugaau............................................... 1 1 hsa

..........uuuugcaauauguuccugaaA............................................... 1 1 hsa

..........uuuugcaauauguuccugaau............................................... 104 0 hsa

..........uuuuAcaauauguuccugaau............................................... 1 1 hsa

..........uuuugcaauauguuccugaaua.............................................. 74 0 hsa

..........uuuugcaauauguuccugaauC.............................................. 1 1 hsa

..........uuuugcaauauguuccugaauaC............................................. 1 1 hsa

..........uuuugcaauauguuccugaauau............................................. 19 0 hsa

..........uuuugcaauauguuccugaauaG............................................. 1 1 hsa

..........uuuugcaauauguuccugaauaA............................................. 19 1 hsa

..........uuuugcaauauguuccugaauaug............................................ 1 0 hsa

...........uCugcaauauguuccugaau............................................... 1 1 hsa

...........uuugcaauauguuccugaau............................................... 1 0 hsa

...........uuugcaauauguuccugaaua.............................................. 1 0 hsa

............uugcaauauguuccugaau............................................... 1 0 hsa

.............................................uauugggaucauuuugcau.............. 1 0 hsa

..............................................auugggaucauuuugcauccau.......... 2 0 hsa

...............................................uugggaucauuuugcaucca........... 4 0 hsa

...............................................uugggaucCuuuugcauccau.......... 1 1 hsa

...............................................uugggaucauuuugcauccau.......... 12 0 hsa

...............................................uugggaucauuuugcauccauU......... 1 1 hsa

...............................................uugggaucauuuugcauccaua......... 1 0 hsa


