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hsa-miR-4521

ucggcuaaggaaguccugugcucaguuuuguagcaucaaaacuaggauuucucuuguuac

- -gcuaaggaaguccugugCuCUQUUUU. - - - - v v oo e et e i e e e i e e e 1 1 hsa
. .gCUaaggaaAUCCUgUYCUCAGUUUUY - « - v e e eeemmmmmmmemmenmmmnnns 1 1 hsa
. .AcuaaggaaguccugugCUCagUUUUY - - - =« o oo e e e e e e e e e e mmmem e e aaan 1 1 hsa
. -gcuaaggaaguccugugcucaguuuuA. . . . 5 1 hsa

gcuaaggaaguUCCUgUGCUCAGUUUUG . -« - v - v e e cecememmmmmeme e mn s 14 0 hsa
..... UaaggaagUCCUGUQGCUCAGUUU - « = - -« e e mem e e mema e ema e eeamm s 1 0 hsa
..... UaaggaagUCCUGUYICUCAGUUUU - « - -« v e e e e em e ce e e mmeoam s 2 0 hsa
...... 2aggaaguCCUgUQGCUCAGUUUU - . -« v e v e e eemem e mmememnmmmnnnn 1 0 hsa
....... aggaaguUCCUGUYCUCAGUUUU - - - -« s e eee e mmweemmeee e meee e m s 2 0 hsa



