
miRBase precursor : hsa-mir-4521
Total read count : 695
hsa-miR-4521 read count : 695
remaining reads : 0
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ucggcuaaggaaguccugugcucaguuuuguagcaucaaaacuaggauuucucuuguuac -3'5'- exp

..(((.(((((((((((......(((((((......))))))))))))))).)))))).. reads mm sample

..Cgcuaaggaaguccugugcucaguuu................................ 1 1 hsa

..Cgcuaaggaaguccugugcucaguuuu............................... 1 1 hsa

...gcuaaggaaguccugugcucag................................... 2 0 hsa

...gcuaaggaaguccugugcucagu.................................. 2 0 hsa

...gcuaaggaaguccugugcucaguA................................. 1 1 hsa

...gcuaaggaaguccugugcucaguu................................. 17 0 hsa

...gcCaaggaaguccugugcucaguuu................................ 1 1 hsa

...gcuaaggaaCuccugugcucaguuu................................ 1 1 hsa

...gcuaagAaaguccugugcucaguuu................................ 1 1 hsa

...gcuaaggaaguccugugcucaUuuu................................ 1 1 hsa

...gcuaaggaaguUcugugcucaguuu................................ 1 1 hsa

...gcuaaggaaguccugugcucagAuu................................ 1 1 hsa

...Ucuaaggaaguccugugcucaguuu................................ 1 1 hsa

...gcuaaggaaguccugugcucaguuu................................ 430 0 hsa

...gcuaaggaaguccugCgcucaguuu................................ 1 1 hsa

...gcuaaggaaguccugugcuUaguuu................................ 2 1 hsa

...gcuaaggaaguccuAugcucaguuu................................ 1 1 hsa

...gcuaCggaaguccugugcucaguuu................................ 1 1 hsa

...gcuaaggaagucAugugcucaguuu................................ 1 1 hsa

...gcuaaggaaguGcugugcucaguuu................................ 1 1 hsa

...gcuaaggaaguAcugugcucaguuu................................ 1 1 hsa

...gcuaaggCaguccugugcucaguuu................................ 2 1 hsa

...gcuaaggaagGccugugcucaguuu................................ 2 1 hsa

...gcuaaggaaguccugugUucaguuu................................ 1 1 hsa

...gcuaaggaaguccugugcCcaguuu................................ 1 1 hsa

...gcuaagCaaguccugugcucaguuu................................ 1 1 hsa

...gcuaaggaaguccuUugcucaguuu................................ 2 1 hsa

...gcuaaggaaguccuguUcucaguuu................................ 2 1 hsa

...gcuaaggaaguccugugcucagGuu................................ 1 1 hsa

...gcuaaggaaguccugugcucaguuuA............................... 2 1 hsa

...gcuaaUgaaguccugugcucaguuuu............................... 1 1 hsa

...gcuaaggaaguccugugcucaUuuuu............................... 1 1 hsa

...gcuaaggaaguccugugcucaguuuu............................... 180 0 hsa

...gcuaaggaaguccugugcucagAuuu............................... 1 1 hsa

...gcuaaggaaguUcugugcucaguuuu............................... 1 1 hsa



ucggcuaaggaaguccugugcucaguuuuguagcaucaaaacuaggauuucucuuguuac

hsa-miR-4521

...gcuaaggaaguccugugcucUguuuu............................... 1 1 hsa

...gcuaaggaaAuccugugcucaguuuug.............................. 1 1 hsa

...Acuaaggaaguccugugcucaguuuug.............................. 1 1 hsa

...gcuaaggaaguccugugcucaguuuuA.............................. 5 1 hsa

...gcuaaggaaguccugugcucaguuuug.............................. 14 0 hsa

.....uaaggaaguccugugcucaguuu................................ 1 0 hsa

.....uaaggaaguccugugcucaguuuu............................... 2 0 hsa

......aaggaaguccugugcucaguuuu............................... 1 0 hsa

.......aggaaguccugugcucaguuuu............................... 2 0 hsa


