
miRBase precursor : hsa-mir-4785
Total read count : 14
hsa-miR-4785 read count : 14
remaining reads : 0
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hsa-miR-4785

guagguggggacgcggcggcgcugcuccuccgcugccgccgggagagucggcgacgccgccagcuccgcgcgc -3'5'- exp

....((((((..((((((.((((((((..((((....).)))..))).))))).))))))...)))))).... reads mm sample

.........................................ggagagucggcgacgccgccagU......... 1 1 hsa

.........................................ggagagucggcgacgccgccagUu........ 1 1 hsa

..........................................gagagucggcgacgccgccagc......... 1 0 hsa

...........................................agagucggcgacgccgccag.......... 1 0 hsa

...........................................agagucggcgacgccgccagU......... 3 1 hsa

...........................................agagucggcgacgccgccagc......... 2 0 hsa

...........................................agagucggcgacgccgccagcu........ 1 0 hsa

...........................................agagucggcgacgccAccagcu........ 1 1 hsa

...........................................agagucggcgacgccgccagcA........ 3 1 hsa


