
miRBase precursor : hsa-mir-496
Total read count : 819
hsa-miR-496 read count : 779
remaining reads : 40
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hsa-miR-496

cccaagucagguacucgaauggagguuguccaugguguguucauuuuauuuaugaugaguauuacauggccaaucuccuuucgguacucaauucuucuuggg -3'5'- exp

((((((...(((((.((((.((((((((.(((((..(((((((((........)))))))))..))))).)))))))).)))))))))........)))))) reads mm sample

..caagucagguacucgaaugg................................................................................ 1 0 hsa

..caagucagguacucgaaugga............................................................................... 11 0 hsa

...aagucagguacucgaaugga............................................................................... 17 0 hsa

....agucagguacucgaaugga............................................................................... 2 0 hsa

......................agguuguccaugguguguuAauu......................................................... 1 1 hsa

.......................gguuguccaugguguguuca........................................................... 2 0 hsa

.......................gguugCccaugguguguucauu......................................................... 1 1 hsa

.......................gguuguccaugguguguCcauu......................................................... 2 1 hsa

.......................gguuguccaugguguguucauu......................................................... 3 0 hsa

.......................................................ugaguauuacauggccaa............................. 1 0 hsa

.......................................................ugaguauuacauggccaau............................ 2 0 hsa

.......................................................ugaguauuacauggccaauA........................... 1 1 hsa

.......................................................ugaguauuacauggccaauc........................... 8 0 hsa

.......................................................ugaguauuaUauggccaaucu.......................... 1 1 hsa

.......................................................ugaguauuacauUgccaaucu.......................... 1 1 hsa

.......................................................ugaguauuacauggAcaaucu.......................... 1 1 hsa

.......................................................ugaguauuGcauggccaaucu.......................... 1 1 hsa

.......................................................ugaguauuacauggccaauUu.......................... 3 1 hsa

.......................................................ugaguauuacauggccaaucu.......................... 215 0 hsa

.......................................................ugaguauuacauggccaaucuU......................... 3 1 hsa

.......................................................ugaguauuacauggcUaaucuc......................... 1 1 hsa

.......................................................ugaguauuacauggccaCucuc......................... 1 1 hsa

.......................................................ugaguauuacauggccaaucuc......................... 177 0 hsa

.......................................................ugaguauuacauggccaaucuA......................... 1 1 hsa

.......................................................ugaguauuCcauggccaaucuc......................... 1 1 hsa

.......................................................ugaguauuacauggccaaucucG........................ 3 1 hsa

.......................................................ugaguauuacauggccaaucucc........................ 2 0 hsa

.......................................................ugaguauuacauggccaaucucA........................ 18 1 hsa

.......................................................ugaguauuacauggccaaucucU........................ 166 1 hsa

.......................................................ugaguauuacauggccaaucucGu....................... 1 1 hsa

.......................................................ugaguauuacauggccaaucuccu....................... 1 0 hsa

.......................................................ugaguauuacauggccaaucuccA....................... 1 1 hsa

.......................................................ugaguauuacauggccaaucucAu....................... 1 1 hsa

.......................................................ugaguauuacauggccaaucucUu....................... 2 1 hsa

.......................................................ugaguauuacauggccaaucucUuu...................... 2 1 hsa



cccaagucagguacucgaauggagguuguccaugguguguucauuuuauuuaugaugaguauuacauggccaaucuccuuucgguacucaauucuucuuggg

hsa-miR-496

........................................................gaguauuacauggccaaucu.......................... 1 0 hsa

........................................................gaguauuacauggccaaucuc......................... 2 0 hsa

........................................................gaguauuacauggccaaucucc........................ 1 0 hsa

.........................................................aguauuacauggccaaucuc......................... 4 0 hsa

.........................................................aguauuacauggccaaucucc........................ 19 0 hsa

.........................................................aguauuacauggccaaucucA........................ 6 1 hsa

.........................................................aguauuacauggccaaucucU........................ 128 1 hsa

.........................................................aguauuacauggccaaucucUu....................... 1 1 hsa

.........................................................aguauuacauggccaaucuccuu...................... 2 0 hsa


