
miRBase precursor : hsa-mir-5010
Total read count : 121
hsa-miR-5010-5p read count: 117
hsa-miR-5010-3p read count: 4
remaining reads : 4
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...................cagggggauAgcagagcaa.................................................................................. 1 1 hsa

...................cagggggauggcagagcaa.................................................................................. 2 0 hsa

...................cagggggauggcagagcaaaau............................................................................... 4 0 hsa

...................cagggggauggcagagcaaaauu.............................................................................. 6 0 hsa

....................agggggauggcagagcaa.................................................................................. 5 0 hsa

....................agggggauggcagagcaaa................................................................................. 2 0 hsa

....................agggggauggcagagcaaaa................................................................................ 1 0 hsa

....................agggggauggcagagcaaaau............................................................................... 28 0 hsa

....................agggggaCggcagagcaaaauu.............................................................................. 1 1 hsa

....................agggggauggcagagcaaaauA.............................................................................. 3 1 hsa

....................agggggauggcagagcaaaauC.............................................................................. 4 1 hsa

....................agggggCuggcagagcaaaauu.............................................................................. 3 1 hsa

....................agggggauggcagagcaaaauu.............................................................................. 38 0 hsa

....................agggAgauggcagagcaaaauu.............................................................................. 1 1 hsa

....................agggggaugUcagagcaaaauu.............................................................................. 1 1 hsa

....................agggggauggcagagAaaaauu.............................................................................. 1 1 hsa

....................agggggauggcagagcaaaauuA............................................................................. 4 1 hsa

....................agggggauggcagagcaaaauuc............................................................................. 6 0 hsa

....................agggggauggcagagcaaaauuU............................................................................. 5 1 hsa

....................agggggauggcagagcaaaauuAa............................................................................ 1 1 hsa

...............................................................................uuuugugucucccauuccccag................... 1 0 hsa

...............................................................................uuuugugucucccauuccccagU.................. 3 1 hsa


