miRBase precursor : hsa-mir-566

Total read count .16
hsa-miR-566 read count  : 0
remaining reads 116 A
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5"- gcuaggcgugguggcgggcgcecugugaucccaacuacucaggaggcuggggcagcagaaucgcuugaacccgggaggcgaagguugcagugage . -3 exp
(O (E (O (@@ @SR B 1)) 1) ) FES155) ) 155)) ) I EH (ETII5 ) 15 TS ) ) B LTS mm sample
............................................. CUQYYQYCaAgGAGAAUCTCU - -« o c cw e meea e e e ea s 1 1 hsa
.............................................. uggggCcagGagaauUCCUUG - - -« v a o s v wmemmmme e mmem e een 1 1 hsa
.................................................. gcagtagaaucygCuUgaacC. « . s v o v evncmcnnann e 1 1 hsa
.................................................... agGagaauCgCUUgAACC - - -« a e o cwe e e meeam e m s 1 1 hsa
.................................................... agGagaaucgcuugaacCCygy- - - -« e cmemammennn-- 1 1 hsa
........................................................... ucgcuugaacccgggaggegGa. v vviweinna 2 1 hsa
............................................................ cgcuugaacclgggaggcy. -« v v v v v wnnnnnn 1 1 hsa
............................................................ cgcuugaacccgggaggcyG. -« o c i vva i nn 1 1 hsa
............................................................. gcuugaacccgggaggegGagguug. .. - .- . . 1 1 hsa
................................................................ ugaacccgggaggcgGagguuge. - . - - - - 1 1 hsa
.................................................................... cccggAaggcgaagguug.- - - .- - - - 2 1 hsa
...................................................................... cgggaggcgGagguugcagugag . 1 1 hsa
....................................................................... gggaggcgGagguugcag.- - - - - 1 1 hsa
....................................................................... gggaggcgGagguugcagugag - 1 1 hsa



