
miRBase precursor : hsa-mir-619
Total read count : 33
hsa-miR-619 read count : 0
remaining reads : 33
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..........agccucccaaaGugcugggau.................................................................... 1 1 hsa

.................caaaGugcugggauuaca................................................................ 1 1 hsa

......................ugcugggauuacaggcaugagcc...................................................... 2 0 hsa

.......................gcugggauuacaggcaCg.......................................................... 1 1 hsa

.......................gUugggauuacaggcaug.......................................................... 3 1 hsa

.......................gcugggauuaUaggcaugag........................................................ 1 1 hsa

.......................gcuAggauuacaggcaugagcc...................................................... 1 1 hsa

.......................gcugggauuacaggcaugagcc...................................................... 2 0 hsa

.......................gcugggauCacaggcaugagcca..................................................... 1 1 hsa

.......................gcuAggauuacaggcaugagcca..................................................... 1 1 hsa

.......................gcugggauuacaggcaugagcUac.................................................... 1 1 hsa

........................cugggauuaUaggcaugag........................................................ 1 1 hsa

........................cugggauuacaggcGugagc....................................................... 1 1 hsa

........................cugggauuacaggcaugagcc...................................................... 1 0 hsa

.........................ugggauuacaggcGugag........................................................ 1 1 hsa

.........................ugggauuacaggcaugag........................................................ 2 0 hsa

.........................ugggauuacaggcaugagcc...................................................... 1 0 hsa

.........................ugggauuacaggcaCgagcca..................................................... 1 1 hsa

.........................ugggauuacaggUaugagcca..................................................... 1 1 hsa

.........................ugggauuacaggcaugagcca..................................................... 2 0 hsa

.........................ugggauuacaggcaugagccaA.................................................... 1 1 hsa

.........................ugggauuacaggcGugagccacu................................................... 1 1 hsa

.........................ugggauuacaggcaugagccacugc................................................. 1 0 hsa

..........................Aggauuacaggcaugagcc...................................................... 1 1 hsa

..........................Aggauuacaggcaugagcca..................................................... 1 1 hsa

..........................gggauuacaggcaugagcca..................................................... 1 0 hsa

...............................uacaggGaugagccacug.................................................. 1 1 hsa


