
miRBase precursor : hsa-mir-660
Total read count : 444
hsa-miR-660-5p read count : 430
hsa-miR-660-3p read count : 14
remaining reads : 14
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..((((.((((((.....((((.((((((.((((.(((...........))).)))).))))))))))......)))))).))))............ reads mm sample

...............uacccauuUcauaucggag............................................................... 1 1 hsa

...............uacccauugcauaucggag............................................................... 6 0 hsa

...............uacccauugcauaucggagu.............................................................. 2 0 hsa

...............uacccauuAcauaucggaguu............................................................. 1 1 hsa

...............uacccauugcauaucggaguu............................................................. 26 0 hsa

...............uacccauugcauaucggaguA............................................................. 1 1 hsa

...............uacccauugcauaucggaguug............................................................ 187 0 hsa

...............Aacccauugcauaucggaguug............................................................ 1 1 hsa

...............uacccauugcauaucggaguuU............................................................ 2 1 hsa

...............Cacccauugcauaucggaguug............................................................ 1 1 hsa

...............uaccUauugcauaucggaguug............................................................ 2 1 hsa

...............uaUccauugcauaucggaguug............................................................ 1 1 hsa

...............uacUcauugcauaucggaguug............................................................ 1 1 hsa

...............uacccauugcauaucggagCugu........................................................... 1 1 hsa

...............uacccauugcauaucggaguugu........................................................... 188 0 hsa

...............uacccauugcauaucUgaguugu........................................................... 1 1 hsa

...............uacccauugcauaucggaguugA........................................................... 2 1 hsa

...............uacccauugcauaucggaguuUu........................................................... 1 1 hsa

...............uacccauugcauaucggaguugug.......................................................... 1 0 hsa

...............uacccauugcauaucggaguuguU.......................................................... 1 1 hsa

...............uacccauugcauaucggaguuguA.......................................................... 1 1 hsa

...............uacccauugcauaucggaguugAg.......................................................... 1 1 hsa

................acccauugcauaucggaguug............................................................ 1 0 hsa

...................................................accuccugugugcauggauua......................... 8 0 hsa

...................................................accuccugugugcauggauuac........................ 1 0 hsa

...................................................accuccugugugcauggauuaca....................... 4 0 hsa

...................................................accuccugugugcaCggauuaca....................... 1 1 hsa


