miRBase precursor : hsa-mir-668

Total read count 241
hsa-miR-668 read count ~ : 241
remaining reads 10
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1 0 hsa
1 0 hsa
........................................ uaugucacucggcucggcccac. . - - 7 0 hsa
........................................ uaugucacucggcucggceccal. . . . 1 1 hsa
........................................ uaugucacucggcucggcccaAu. . . 1 1 hsa
........................................ uaugucacucggcucggcccacA. . . 1 1 hsa
........................................ uaugucacucggcucggcccacu. . . 21 0 hsa
........................................ uaugucacucggcucggcccacuu. . 3 1 hsa
........................................ uaugucacucggcucggcccacual. 3 1 hsa
........................................ uaugucacucggcucggcccacuac . 4 0 hsa
........................................ uaugucacucggcucggcUcacuac . 1 1 hsa
........................................ uaugucacucggcucggcccacuacy 2 1 hsa
. .uaugucacucUgcucggcccacuacc 1 1 hsa
........................................ uaugucacucggcucggcccacuacA 1 1 hsa
........................................ uaugucacucggcucggcccacuacc 8 0 hsa
......................................... augucacucggcucggcccac. . - - 7 0 hsa
......................................... augucacucggcucggcccacu. . - 32 0 hsa
. .augucacucgUcucggcccacu. . - 1 1 hsa
......................................... augucacucggcucggcccacA. . - 2 1 hsa
......................................... augucacucggculggcccacu. . - 1 1 hsa
......................................... augucacucggcucggcccacua. . 6 0 hsa
......................................... augucacucggcucggcccaAua. - 2 1 hsa
......................................... augucacucggcucggcccacuaA . 1 1 hsa
......................................... augucacucggcucggcccacuCc. 2 1 hsa
......................................... augucacucggcucgAcccacuac. 1 1 hsa
......................................... augucacucggcucggcccacuac - 28 0 hsa
......................................... augucacucggcucCgcccacuac. 1 1 hsa
......................................... augucacucggcucggcccaluac. 1 1 hsa
. .augucacucggcucggcccacuau . 13 1 hsa
......................................... augucacucgUcucggcccacuacc 1 hsa
......................................... augucacucggcucggcccacuacU 7 1 hsa
......................................... augucacucggcucggcccacuacc 24 0 hsa
.......................................... ugucacucggcucggecca. - . - . 0 hsa
.ugucacucggcucggcccac. - . - 0 hsa
.......................................... ugucacucggcucggcccacu. - . 3 0 hsa
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hsa-miR-668

gguaagugcgccucgggugagcaugcacuuaauguggguguaugucacucggeucggcccacuace

ugucacucggcucggcccacua. -
ugucacucggcucggcccacul. -
ugucacucggcucggUccacuac -
ugucacucggcucggccUacuac -
ugucacucggcucggcccacuac -
ugucacucggcucggcccacuCc -
ugucacucggcucggcccacual -
ugucacucggculggcccacuac -
ugucacucggcucggcccacuacc
ugucacucggcucggcccaculcc
ugucacucggcucggcccacuacU
ugucacucggcCcggeccacuacc
ugucacucggcucggcUcacuacc
ugucacucggculggcccacuacc
ugucacucggcucggcccacuCcc
ugucacucggcucggcccacuacA
ugucacucggcucggcccCcuacc
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