
miRBase precursor : hsa-mir-671
Total read count : 60
hsa-miR-671-3p read count : 34
hsa-miR-671-5p read count : 26
remaining reads : 34
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............................aggaagcccuggaggggcugg..................................................................... 1 0 hsa

............................aggaagcccuggaggggcugga.................................................................... 2 0 hsa

............................aggaagcccuggaggggcuggag................................................................... 1 0 hsa

............................aggaagcccuggaggggcuggagU.................................................................. 2 1 hsa

............................aggaagcccuggaggggcuggagg.................................................................. 15 0 hsa

............................aggaagcccuggaggggcuggaUg.................................................................. 1 1 hsa

............................aggaagcccuggaggggcuggaggu................................................................. 3 0 hsa

............................aggaagcccuggaggggcuggagguA................................................................ 1 1 hsa

..................................................................cuccgguucucagggcuccac............................... 1 0 hsa

..................................................................cuccgguucucagggcuccacc.............................. 2 0 hsa

...................................................................uccgguucucagggcuccaA............................... 1 1 hsa

...................................................................uccgguucucagggcuccac............................... 7 0 hsa

...................................................................uccgguucucagggcuccaUc.............................. 1 1 hsa

...................................................................uccgguucucagggcuccacU.............................. 5 1 hsa

...................................................................uccgguucucagggcuccacc.............................. 10 0 hsa

...................................................................uccgguucucagggcuccaccu............................. 4 0 hsa

...................................................................uccgguucucagggcuUcaccu............................. 1 1 hsa

...................................................................uccgguucucagggcuccaccA............................. 2 1 hsa


