
miRBase precursor : hsa-mir-7-1
Total read count : 154
hsa-miR-7-5p read count : 148
hsa-miR-7-1-3p read count : 6
remaining reads : 6
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......................Cuggaagacuagugauuuuguugu................................................................ 1 1 hsa

......................Cuggaagacuagugauuuuguuguu............................................................... 1 1 hsa

.......................uggaagacuagugauuuug.................................................................... 1 0 hsa

.......................uggaagacuaguAauuuuguug................................................................. 1 1 hsa

.......................uggaagacuagugauuuuguAg................................................................. 2 1 hsa

.......................uggaagacuagugauuuuguug................................................................. 5 0 hsa

.......................uggaagacuagugauuuuguugu................................................................ 65 0 hsa

.......................uggaagGcuagugauuuuguugu................................................................ 1 1 hsa

.......................uggaagacuagugauuuuguCgu................................................................ 1 1 hsa

.......................uggaagacuagugauuuuguuguu............................................................... 49 0 hsa

.......................uggaagacuGgugauuuuguuguu............................................................... 1 1 hsa

.......................uggaaUacuagugauuuuguuguu............................................................... 1 1 hsa

.......................ugCaagacuagugauuuuguuguu............................................................... 1 1 hsa

.......................uggaagacuagugauuuuguuguA............................................................... 1 1 hsa

.......................uggaagacuagugauuuuguuguuG.............................................................. 3 1 hsa

.......................uggaagacuagugauuuuguuguuC.............................................................. 1 1 hsa

.......................uggaagacuagugauuuuguuguuA.............................................................. 11 1 hsa

.......................uggaagacuagugauuuuguuguuu.............................................................. 1 0 hsa

.......................uggaagacuagugauuuuguuguuAu............................................................. 1 1 hsa

.................................................................caacaaaucacagucugccau........................ 2 0 hsa

.................................................................caacaaaucacagucugccaua....................... 4 0 hsa


