
miRBase precursor : hsa-mir-874
Total read count : 119
hsa-miR-874 read count : 114
remaining reads : 5
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uuagcccugcggccccacgcaccaggguaagagagacucucgcuuccugcccuggcccgagggaccgacuggcugggc -3'5'- exp

((((((...(((.(((.((..((((((((.(((.(.....)..))).))))))))..)).))).)))...)))))).. reads mm sample

.........cggccccacgcaccagggua................................................. 1 0 hsa

.........cggccccacgcaccaggguaa................................................ 1 0 hsa

.........cUgccccacgcaccaggguaa................................................ 1 1 hsa

.........cggccccacgcaccaggguaag............................................... 2 0 hsa

..............................................cugcccuggcccgagggac............. 1 0 hsa

..............................................cugcccuggcccgagggacc............ 1 0 hsa

..............................................cugcccuggcccgagggaccg........... 2 0 hsa

..............................................cugcccuggcccgagggaccgU.......... 3 1 hsa

..............................................cugcccuggcccgagUgaccga.......... 1 1 hsa

..............................................cugcccuggcccgagggaccgC.......... 1 1 hsa

..............................................cugcccuggcUcgagggaccga.......... 1 1 hsa

..............................................cugcccuggcccgagggaccga.......... 19 0 hsa

..............................................cugcccuggcccgagggaccgaU......... 6 1 hsa

..............................................cugcccuggcccgagggaccgac......... 32 0 hsa

..............................................cugcccuggcccgagggaccgacG........ 1 1 hsa

..............................................cugcccuggcccgagggaccgacA........ 6 1 hsa

..............................................cugcccuggcccgagggaccgacu........ 24 0 hsa

..............................................cugcccuggcccgagggaccgacC........ 2 1 hsa

..............................................cugcccuAgcccgagggaccgacu........ 1 1 hsa

..............................................cugcccuggcccgagggaccgaUu........ 1 1 hsa

..............................................cugcccuggcccgagggaccgaAu........ 1 1 hsa

..............................................cugcccuggcccgagggaccgacuU....... 1 1 hsa

...............................................ugcccuggcccgagggaccga.......... 1 0 hsa

...............................................ugcccuggcccgagggaccgac......... 2 0 hsa

...............................................ugcccuggcccgagggaccgacA........ 3 1 hsa

...............................................ugcccuggcccgagggaccgacu........ 4 0 hsa


