
miRBase precursor : hsa-mir-877
Total read count : 435
hsa-miR-877-5p read count : 424
hsa-miR-877-3p read count : 0
remaining reads : 11
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guagaggagauggcgcaggggacacgggcaaagacuuggggguuccugggacccucagacguguguccucuucucccuccucccag -3'5'- exp

...((((((..((.(.((((((((((.(.......(((((((((.....))))))))).).)))))))))).).)))))))).... reads mm sample

guagaggagauggcgcag.................................................................... 1 0 hsa

guagaggagauggcUcagg................................................................... 2 1 hsa

guagaggagauggcgcagg................................................................... 12 0 hsa

guagaggagauggcgcaggg.................................................................. 15 0 hsa

guagaggagauggcgcaggA.................................................................. 4 1 hsa

guagaggagauggcgcaCgg.................................................................. 1 1 hsa

guagaggagauggcgcaggU.................................................................. 1 1 hsa

guagaggagauggcgcagggA................................................................. 1 1 hsa

guagaggagauggcgcagggg................................................................. 3 0 hsa

guagaggagauggcgcagggU................................................................. 1 1 hsa

guagaggagauggcgcaggAg................................................................. 1 1 hsa

guagaggagauggcgcagggAa................................................................ 3 1 hsa

guagaggagauggcgcaggggU................................................................ 1 1 hsa

guagaggagauggcgcagggga................................................................ 10 0 hsa

guagaggagauggcgcaggggac............................................................... 29 0 hsa

guagaggagauggcgcaggggaA............................................................... 6 1 hsa

guaCaggagauggcgcaggggac............................................................... 1 1 hsa

guagaggagauggcgcaggggaU............................................................... 2 1 hsa

guagaggCgauggcgcaggggaca.............................................................. 1 1 hsa

guagagCagauggcgcaggggaca.............................................................. 2 1 hsa

guagaggagauggcgcaggggacG.............................................................. 1 1 hsa

guagaggagauggcgcaggggacU.............................................................. 38 1 hsa

guagaggagauggcgcaggggaca.............................................................. 203 0 hsa

guagCggagauggcgcaggggaca.............................................................. 3 1 hsa

guagaggagauAgcgcaggggaca.............................................................. 1 1 hsa

guagaggagauggcgcaCgggaca.............................................................. 1 1 hsa

guagaggagauggcgcaggggaAa.............................................................. 4 1 hsa

guagaggagauggcgcagggAaca.............................................................. 1 1 hsa

guagaggagauggcgcaggggaUa.............................................................. 10 1 hsa

guagagUagauggcgcaggggaca.............................................................. 2 1 hsa

guagaggagauggcgcaggggacaA............................................................. 22 1 hsa

guagaggagauggcgcaggggacaU............................................................. 34 1 hsa

guagaggagauggcgcaggggacacC............................................................ 3 1 hsa

guagaggagauggcgcaggggacacU............................................................ 4 1 hsa



guagaggagauggcgcaggggacacgggcaaagacuuggggguuccugggacccucagacguguguccucuucucccuccucccag

hsa-miR-877-3p

hsa-miR-877-5p

.uagaggagauggcgcagggga................................................................ 1 0 hsa

.uagaggagauggcgcaggggaca.............................................................. 4 0 hsa

.uagaggagauggcgcaggggacaU............................................................. 2 1 hsa

.uagaggagauggcgcaggggacacU............................................................ 3 1 hsa

........................cgggcaaagacuuggggguu.......................................... 1 0 hsa


