
miRBase precursor : hsa-mir-887
Total read count : 84
hsa-miR-887 read count : 80
remaining reads : 4
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gugcagauccuugggagcccuguuagacucuggauuuuacacuuggagugaacgggcgccaucccgaggcuuugcacag -3'5'- exp
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.......uccuugggagcccuguuagac................................................... 1 0 hsa

.......uccuugggagcccuguuagacu.................................................. 2 0 hsa

.......uccuugggagcccuguuagacuc................................................. 1 0 hsa

..............................................agugaacgggcgccaucccgagA.......... 1 1 hsa

...............................................gugaacgggcgccaucccga............ 2 0 hsa

...............................................gugaacgggcgccaucccgag........... 3 0 hsa

...............................................gugaacgggcgccaucccgagg.......... 2 0 hsa

...............................................gugUacgggcgccaucccgagg.......... 1 1 hsa

...............................................gugaacgggcgccaucccgaggc......... 4 0 hsa

...............................................gugaacgggcgccaucccAaggc......... 1 1 hsa

...............................................gugaacgggcgccaucccgaggcu........ 21 0 hsa

...............................................gugaacgggcgccaucccAaggcuu....... 1 1 hsa

...............................................gugaacgggcgccaucccgaggcuu....... 27 0 hsa

...............................................gugaacgggcgccaucccgaggcuAu...... 1 1 hsa

...............................................gugaacgggcgccaucccgaggcuuu...... 12 0 hsa

...............................................gugaacgggcCccaucccgaggcuuu...... 1 1 hsa

...............................................gugaacgggcgccaucccgaggcuuA...... 1 1 hsa

...............................................gugaacgggcgccaucccgaggcuuuU..... 1 1 hsa

................................................ugaacgggcgccaucccgaggcuu....... 1 0 hsa


