
miRBase precursor : hsa-mir-93
Total read count : 797
hsa-miR-93-5p read count : 783
hsa-miR-93-3p read count : 14
remaining reads : 14
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.........ccaaagugcuguucgugcagguagu.............................................. 1 0 hsa

..........caaagugcuguucgugcagg.................................................. 7 0 hsa

..........caaagugcuguucgugcaggu................................................. 5 0 hsa

..........caaagugcuguucgugcagAua................................................ 2 1 hsa

..........caaagugcuguucgugcaUgua................................................ 1 1 hsa

..........caaagugcuguucgugcagguU................................................ 1 1 hsa

..........caaagugcuguucgugcaggua................................................ 39 0 hsa

..........caaagugcuguucgugcaggGag............................................... 1 1 hsa

..........caaagugcuguucgugcaggAag............................................... 1 1 hsa

..........caaagugcuguucgugcGgguag............................................... 1 1 hsa

..........caaagugcuguucgugcagguaA............................................... 13 1 hsa

..........caaagugcuguucgugcagAuag............................................... 1 1 hsa

..........caaagugcuguucgugcaCguag............................................... 1 1 hsa

..........Aaaagugcuguucgugcagguag............................................... 1 1 hsa

..........caaagugcuguucgugcaggCag............................................... 1 1 hsa

..........caaagugcuguucguAcagguag............................................... 1 1 hsa

..........caaagugcuguucAugcagguag............................................... 1 1 hsa

..........caaagugcuguucgugcagguaU............................................... 10 1 hsa

..........caaagugcuguucUugcagguag............................................... 2 1 hsa

..........caaagugcuguucgugcagUuag............................................... 6 1 hsa

..........caaagugcuguucgugcaUguag............................................... 1 1 hsa

..........caaagugcuguucgGgcagguag............................................... 1 1 hsa

..........caaagugcuUuucgugcagguag............................................... 1 1 hsa

..........caaagCgcuguucgugcagguag............................................... 2 1 hsa

..........caaagugcuguucgugcagguGg............................................... 1 1 hsa

..........caaaUugcuguucgugcagguag............................................... 2 1 hsa

..........caaagugcuguucgugcagguag............................................... 518 0 hsa

..........caaagugcuguuUgugcagguag............................................... 5 1 hsa

..........caCagugcuguucgugcagguag............................................... 1 1 hsa

..........caaaguAcuguucgugcagguag............................................... 1 1 hsa

..........caaagugAuguucgugcagguag............................................... 1 1 hsa

..........caaagugcuguucgugUagguag............................................... 1 1 hsa

..........caaGgugcuguucgugcagguag............................................... 1 1 hsa

..........caaagugcuguucgugcagguagG.............................................. 1 1 hsa



cugggggcuccaaagugcuguucgugcagguagugugauuacccaaccuacugcugagcuagcacuucccgagcccccgg

hsa-miR-93-5p
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..........caaagugcuguucgugcagguagC.............................................. 1 1 hsa

..........caaagCgcuguucgugcagguagu.............................................. 1 1 hsa

..........caaagugcuguucgugcagguagu.............................................. 28 0 hsa

..........caaagugcuguucgugcagguagA.............................................. 104 1 hsa

..........caaagugcuguucgugcagguaUu.............................................. 1 1 hsa

..........caaagugcuguucgugcagguaguU............................................. 4 1 hsa

..........caaagugcuguucgugcagguagAgu............................................ 3 1 hsa

..........caaagugcuguucgugcagguaguAu............................................ 1 1 hsa

..........caaagugcuguucgugcagguaguUu............................................ 1 1 hsa

...........aaagugcuguucgugcaggu................................................. 2 0 hsa

...........aaagugcuguucgugcagguag............................................... 1 0 hsa

...........aaagugcuguucgugcagguagA.............................................. 2 1 hsa

............aagugcuguucgugcagguag............................................... 1 0 hsa

.................................................acugcugagcuagcacuucccg......... 4 0 hsa

.................................................acugcugagcuagcacuucccgU........ 2 1 hsa

.................................................acugcugagcuagcacuucccga........ 7 0 hsa

.................................................acugcugagcuagcacuucccgaA....... 1 1 hsa


