Provisional 1D : chr5_5890

Score total 14
Score for star read(s) : -1.3 5"
Score for read counts  : 0 .
Score for mfe : 1.9 3CAéééAéééAéécpééééééébclII :
Score for randfold 22 ~ e
Score for cons. seed : 3
Total read count : 51
Mature read count : 51
Loop read count : 0
Star read count : 0
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57— gcuccaucggaugaauuguugguguuagcccug cugcccuggeccgagggaccgacuggeugggecugecuucuge -3 exp
gcuccaucggaugaauuguugguguuagcccugcggccccacgcaccaggguaagagagacucucgcuuccugcccuggecccgagggaccgacuggecugggccugccuucuge known
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...................................................................... CUQCCCUgQYCCCYaggyacCy. - - v e v mmmmmc e mmamens 1 0 hsa
...................................................................... cugcccuggeccgagggacCA. .. i n e 1 1 hsa
...................................................................... CUQCCCUYYCCCYagUYaCCTaa - - v v mcmemme i mmm e mem 8 0 hsa
...................................................................... cugcccuggeccgagggalcga. - v e e iveii i inanaana s 1 1 hsa
...................................................................... cugcccuggeccgagggaccgU. oow i 1 1 hsa
...................................................................... cugcccuggeccgagggaccla. - oo oo i i i i i e i i an 1 1 hsa
...................................................................... cugcccuggeecgagggacCcgaA. .o v i e i n e e a s 3 1 hsa
...................................................................... cugcccuggeclgagggacCgac. v v v v v n e e nnnn 1 1 hsa
...................................................................... CUQCCCUYgYCCCgaggygacCgaC. -« v v mvmacmmmae e me s 14 0 hsa
...................................................................... cugcccuggeccgagggaccgal. v ineii i e ana e a s 2 1 hsa
...................................................................... CuUgCCCcUggeccygagggacCgacCl -« v a o c v vm e ccwme o m e n 12 0 hsa
...................................................................... cugcccuggeccgagggaccgacA . - .o e e i i s 1 hsa
...................................................................... cugcccuggeccgagggacCgaAU. - v c v e ce e eea e e 1 hsa
....................................................................... UgCCCcUggeCcCgagggacCgacl - v o cvwa e mwa e e n 1 0 hsa



