Provisional 1D : chr6_6487

Score total 13
Score for star read(s) : -1.3
Score for read counts  : 0
Score for mfe : 16 Le
Score for randfold : 16 Fe et i
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.................................................................... AgaucucggacgagCCCCCa. - v v e mvwacccmae e s 1 1 hsa
..................................................................... gaucCcggacgagCCCCC. « v e v e mem e e e mmms s 3 1 hsa
..................................................................... AaucucggacgagcCeela. - - o caaeamaaaaa e a 1 1 hsa
..................................................................... gaucCcggacgagCCCCCa. « v v e ccvm e e meeae e m e s 38 1 hsa
..................................................................... gaucuCcggacgagCCCCCaA. - v c v mmamm e e mmmns 1 0 hsa
...................................................................... AUAUCJJACHAJCCCCCA. « v v v v e e e e s 1 1 hsa
...................................................................... aucucggacgagcUcCCa. - v v v e i vve e ccma e e s 1 1 hsa
...................................................................... auCuUCggacgagCCCCCa. v v ua v e m e e mnmna e 10 0 hsa
...................................................................... aucucglacgagCCCCCa. « v v v v v v v e nnnnnnnnnn 1 1 hsa
...................................................................... abcucggacgagCCCCCa. - v v v i vma e mmmae e m s 1 1 hsa
...................................................................... AuUCACQgacCgagCCCCCa. v a v v mvememnmmmemen s 4 1 hsa
...................................................................... aulucggacgagCCCCCa. « v v v v v e e e nnnn 1 1 hsa
...................................................................... aucGCggacgagCCCCCa. - v v v ccmm e mmmae e m e n 3 1 hsa
...................................................................... aucucggacgagcccccal. - v iviii i e ina o 1 1 hsa



