
miRBase precursor : hsa-mir-1-2
Total read count : 445
hsa-miR-1 read count : 445
remaining reads : 0
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....................................................uggaauguaaagaaguaugu............. 3 0 hsa

....................................................uggaauguaaagaaguaugua............ 5 0 hsa

....................................................uggaauguaaagaaguauUua............ 1 1 hsa

....................................................ugAaauguaaagaaguaugua............ 1 1 hsa

....................................................uggaauguaCagaaguaugua............ 1 1 hsa

....................................................uggaauguaUagaaguauguau........... 2 1 hsa

....................................................uggaauguaCagaaguauguau........... 5 1 hsa

....................................................uggaCuguaaagaaguauguau........... 1 1 hsa

....................................................Cggaauguaaagaaguauguau........... 1 1 hsa

....................................................uggaauguaaagaaguaAguau........... 1 1 hsa

....................................................uggaauguaaagaaguauguaA........... 9 1 hsa

....................................................uggaauguaaagaUguauguau........... 1 1 hsa

....................................................uggaauguaaagaGguauguau........... 1 1 hsa

....................................................uggaauguCaagaaguauguau........... 2 1 hsa

....................................................uggaauguaaagaCguauguau........... 1 1 hsa

....................................................uggaauguaGagaaguauguau........... 1 1 hsa

....................................................Aggaauguaaagaaguauguau........... 1 1 hsa

....................................................uggaauguaaagaagAauguau........... 1 1 hsa

....................................................Gggaauguaaagaaguauguau........... 1 1 hsa

....................................................uggaauguaaagaaguauguau........... 371 0 hsa

....................................................uggaauguaaagaaCuauguau........... 1 1 hsa

....................................................uggaauguaaagaaUuauguau........... 5 1 hsa

....................................................uggaauguaaaUaaguauguau........... 2 1 hsa

....................................................uggaauguaaagaaguauUuau........... 6 1 hsa

....................................................uggaauguaaagaaguGuguau........... 2 1 hsa

....................................................uggaauguaaagUaguauguau........... 1 1 hsa

....................................................uggaauguaaagaaguaugGau........... 1 1 hsa

....................................................uggaauguGaagaaguauguau........... 1 1 hsa

....................................................uggaaugCaaagaaguauguau........... 2 1 hsa

....................................................uggaauUuaaagaaguauguau........... 1 1 hsa

....................................................uggaaGguaaagaaguauguau........... 1 1 hsa

....................................................uggaauguaaagaaguauguaC........... 5 1 hsa

....................................................uggaauguaaagaaguauguauu.......... 4 0 hsa

....................................................uggaauguaaagaaguauguauA.......... 1 1 hsa

....................................................uggaauguaaagaaguauguauuA......... 1 1 hsa



accuacucagaguacauacuucuuuauguacccauaugaacauacaaugcuauggaauguaaagaaguauguauuuuugguaggc

hsa-miR-1

.....................................................ggaauguaaagaaguauguau........... 1 0 hsa


