
miRBase precursor : hsa-mir-1180
Total read count : 30
hsa-miR-1180 read count : 29
remaining reads : 1
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......ggacccacccggccgggaau........................................... 1 0 hsa

........................................uuuccggcucgcgugggA........... 1 1 hsa

........................................uuuccggcucgcgugggGgu......... 3 1 hsa

........................................uuuccggcucgcgugggugu......... 1 0 hsa

........................................uuuccggcucUcgugggugu......... 1 1 hsa

........................................uuuccggcucgcgugggugug........ 1 0 hsa

........................................uuuccggcucgcgugggugugu....... 10 0 hsa

........................................uuuccggcucgcgugggugugA....... 2 1 hsa

........................................uuuccggcuUgcgugggugugu....... 1 1 hsa

........................................uuuccggcucgcgugggGgugu....... 1 1 hsa

........................................uuuccggcucgcguggguguUu....... 2 1 hsa

........................................uuuccAgcucgcgugggugugu....... 1 1 hsa

........................................uuuccggcucgcguggguguguA...... 1 1 hsa

........................................uuuccggcucgcguggguguguAg..... 1 1 hsa

........................................uuuccggcucgcgugggugugucA..... 1 1 hsa

........................................uuuccggcucgcgugggugugucgCc... 1 1 hsa

..........................................uccggcucgcgugggugugu....... 1 0 hsa


