
miRBase precursor : hsa-mir-1193
Total read count : 68
hsa-miR-1193 read count : 68
remaining reads : 0
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.........gggaugguagaccggugac.................................................. 1 0 hsa

.........gggaugguagaccggugacgu................................................ 1 0 hsa

.........gggaugguagaccggugacgug............................................... 3 0 hsa

.........gggaugguagacUggugacgugc.............................................. 1 1 hsa

.........gggaugguaCaccggugacgugc.............................................. 1 1 hsa

.........gggaugguagaUcggugacgugc.............................................. 1 1 hsa

.........gggaugguagaccggugacgugU.............................................. 1 1 hsa

.........gggaugguagaccggugacgugc.............................................. 38 0 hsa

.........gggaugguagaccggugacgugA.............................................. 1 1 hsa

.........gggaugguagaccggugacguUc.............................................. 1 1 hsa

.........gggaugguagacUggugacgugca............................................. 1 1 hsa

.........gggaugguagaccggugacgugca............................................. 9 0 hsa

.........gggaugguagaccggugacgugcaU............................................ 5 1 hsa

.........gggaugguagaccggugacgugcaAuu.......................................... 1 1 hsa

............augguagaccggugacgugcaU............................................ 1 1 hsa

.............ugguagaccggugacgugca............................................. 2 0 hsa


